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Abstract

AIM: To investigate the relationship between the
methylation status of Runx3 gene and human
primary gastric cancer.

METHODS: The methylation status of Runx3
gene in 38 gastric carcinoma specimens, the cor-
responding normal gastric mucosa and lymph
nodes was detected by methylation-specific
polymerase chain reaction (MS-PCR).

RESULTS: Aberrant methylation of Runx3 gene
was detected in 73.7% of gastric cancer speci-
mens, 65.8% of lymph nodes and 21.1% of the
corresponding normal mucosa, and there were
significant differences between the former two
and the latter. Runx3 methylation was signifi-
cantly correlated with the tumor size (P = 0.021),
but not with the general types, differentiation
degree, invasion depth and growth style of gas-
tric cancer.
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CONCLUSION: Aberrant methylation of Runx3
gene is a common event in the occurrence and
progression of gastric cancer, which may pro-
vide useful information for the early diagnosis
and assessment of lymph node metastasis.

Key Words: Gastric cancer; Methylation-specific
polymerase chain reaction; Methylation; Runx3

Yang SH, Dai DQ. Methylation status of Runx3 gene
in human gastric cancer. Shijie Huaren Xiaohua Zazhi
2007;15(11):1283-1287

fik L
BAY: KT Runx3 A B 7 HEALS BRa X £,

FiE RAMSP R4 3846 Brat § B4,
FEFIERHE LK E L PRunx3A R W
FEAw L.

ZER: 73.7%% B FE4L R P ERunx3 A 5
w ARG, AR oF B AR Fe S A
25 PR B 6 TR R 55 A 21.1%4765.8%.
S 20 R An He A5 Ak B 45 P Runx3 Ak B W A AL 64
RAEREEG TR E EFHELEP<0.05). § &
WP, FAR T ARSI E R RERLP
=0.021), 125 P KR LR, SLRE, &
HRBER AR T XF R REFIELX.

it Rund AR FF PANURZFRBA L. £
Je it A2 b eI 4, B A B REIE LA R R
M PR E TR, TRhA T B &
-0 W7 BOR) BTk B 4 e AR A PR — T
89 5% 1A

F5219: B8, Runx3EH; B

1/ DE, BN, BRERunSERHPEN. HRE ) JBAE
2007;15(11):1283-1287
http://www.wjgnet.com/1009-3079/15/1283.asp

03I
B i 2 I B g LR R e, ek
i T 2 b 9 AU ) AR f R AR S 3 A

¥4 k4

DNA ¥ 3 A2 v
FUzh 4 fm R0 A R
RikiEEHER
I RZ—, FFRAE
I, Tk 20 4R
W&k AR A M
A H KA B
F &P AR
%., it kWA
AT, —F
% 20 JRLRR T VA e
gk KW ey )

#



1284

ISSN 1009-3079  CN 14-1260/R

BRENBHE

2007FE4818H 2158 118

WA %S 5

HeEEHBTY
A 0y £ ik
2, AR F B
VR R £
ZHEFTHEA
L2 Fu 7 OE 4L
R, KR E KRR
FAMSP ik F B 4
MY R R
BF EFME A
L I
Runx3 A B & F
BT %

up MP 4 3 2 1
umMmuM™MUMUMUMU M

Ma

M: FHERAE 1, U SRR 1.

BRI %, HETIIRIEIE R I, B hvr 2 s
001 25 DR R e e A DG DR ) 23 2 |l TR R
B 1 X ) e A R, Ji 2 Y AEAR
F T, — 6 W e 0 AR ) DA P S 3K B T
ifie!. Runx385 (A TGF-BlB X ik E 514 Sl
B R — AN 1, A S TGE-BA KA
UiRe, TR AL R E KA L it R bk
PR LR R, ) By 1 Mg 1 e A R ol Ji g (1)
REAFEEZR XY, BT, Runx3&E K[
SR, AH R AR ARG, SR AR A 1) ST
7750 % T Runx32E K JH 3 7 X B M CpG
PP A, FAT1R A e M 5R  l J,
(methylation-specific PCR, MSP)y2 Al 1 7 ¥
SRk 5% IR AL RS B 45 P R unx3
FEPRI FEAIR A, DLIE 7R Runx3 38 PR T R AL
BB KL Im AR BRI 1) 56 3.

1 #ERSA

1.1 AR WS b [ R K2 B e 5 B Bt i e
AhFE2005-02/08 F R U BRI H R 2L, AH Y
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