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Abstract

AIM: To determine significance of the YMDD motif mutation
of P gene of hepatitis B virus during lamivudine therapy for
chronic hepatitis B and to provide guideline for the clinical
treatment.

METHODS: Dynamic change of HBV DNA quantitation was
measured with fluorescence quantitative PCR during
lamivudine treatment. 40 patients from chronic hepatitis B
were treated with lamivudine for 48 weeks. In 17 patients
HBV DNA remained to be positive, YMDD mutation were
examined by GeneChip and Uniarray techniques.

RESULTS: In patients treated with lamivudine for 48 weeks,
HBV DNA turned negative in 23 cases (57.5%). In 17 patients
HBV DNA remained to be positive, there was HBV DNA
rebound in 8 patients during lamivudine treatment. There were
YMDD mutations in 7 cases (5 cases from patients of HBV DNA
rebound).The rate of YMDD mutation was 17.5%(7/40).

CONCLUSION: During Lamivudine treatment, HBV YMDD
in some patients can mutate. The HBV DNA rebound is
associated with emergence of YMDD mutants. Detection
of the YMDD motif mutation of P gene of hepatitis B virus is
important to clinical treatment for chronic hepatitis B.
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