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Abstract

AlIM: To explore the biological and immunoregulatory func-
tions of hepatitis B e antigen (HBeAg) which is a secreted
nonparticulate version of the viral nucleocapsid hepatitis B
core antigen (HBcAQ), yeast-two hybrid technique was
performed to seek proteins in hepatocytes interacting with
HBeAg and a novel gene named as E-19 was identified. To
clone E-19 homologous gene from different species, a
Macaca fascicularis homologous gene E-19 was identified
by bioinformatics.

METHODS: HBeAg bait plasmid was constructed and trans-
formed into yeast AH109 (a type). AH109 was mated with
yeast cells Y187 (a type) containing liver cDNA library plasmid
pCAT2 in 2" YPDA medium. Plasmid of true positive blue
colonies were extracted and analyzed by DNA sequencing
and a new human gene E-19 was identified. A Macaca

fascicularis homologous gene E-19 was identified by
bioinformatics methods.

RESULTS: A Macaca fascicularis homologous gene E-19
was identified by bioinformatics. The Macaca fascicularis
homologous gene E-19 was consisted of 378 nt and en-
coded a protein of 125 aa.

CONCLUSION: Human gene E-19, a HBeAg interacting pro-
teins in hepatocytes, is successfully cloned by yeast-two
hybrid technique and a Macaca fascicularis homologous
gene E-19 is identified by bioinformatics.
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