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Abstract

AIM: To investigate the biological function of NS5ATP1 and
to screen proteins in leukocytes interacting with NS5ATP1
by yeast-two hybrid.

METHODS: The NS5ATP1 gene was amplified by poly-
merase chain reaction (PCR) and NS5ATP1 bait plasmid
was constructed by using yeast-two hybrid system 3, then
the constructed vector was transformed into yeast AH109.
The transformed yeast mated with yeast Y187 containing
leukocytes cDNA library plasmid in 2" YPDA medium. Diploid
yeast was plated on synthetic dropout nutrient medium
(SD/-Trp-Leu-His-Ade) and synthetic dropout nutrient
medium (SD/-Trp-Leu-His-Ade) containing x-a-gal for
selecting two times and screening. After extracting and
sequencing of plasmid from blue colonies, the results were
analyzed by bioinformatics.

RESULTS: Ten colonies were sequenced, among which two

colonies were human HLA-B27 mRNA, two homo sapiens
arsA arsenite transporter, ATP-binding, homolog 1
(bacterial) (ASNA1) gene, one homo sapiens haplotype
E22i mitochondrion, one homo sapiens pyrin (MEFV) gene,
one homo sapiens cofilin 1, one homo sapiens chromo-
some 15, one s homo sapiens chromosome 17, clone RP11-
353N14, and one new gene.

CONCLUSION: Genes of NS5ATP1 interacting proteins in
leukocytes are successfully cloned and the results bring
some new clues for studying the biological functions of
NS5ATP1 and associated proteins.
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