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Abstract

AIM: To screen and identify the up- and down-regulated
genes of TAHCCP2 in the hepatocyte, and to investigate its
possible function of TAHCCP2 in vivo by cDNA microarray assay.

METHODS: Suppression subtractive hybridization (SSH)
and bioinformatics techniques were used for screening and
cloning of the target gene TAHCCP2 transactivated by HCV
core protein. Total mRNA was isolated from HepG2 cells
transfected pcDNA3.1(-)-TAHCCP2 and pcDNA3.1(-) empty
vector, respectively, cDNA was prepared by reverse
transcription. Microarray was conducted for screening of
up-and down-regulated genes of both HepG2 cells.

RESULTS: The expressive vector of pcDNA3.1(-)-TAHCCP2
was constructed and confirmed by restriction enzyme di-
gestion and DNA sequencing. After screening with DNA
microarray, we found that 4 genes were down-regulated.

CONCLUSION: The obtained sequences may be target

genes transactivated by TAHCCP2, among which some
genes coding proteins involve inoxidative stress, cell growth
and energy metabolism. Advanced experiments need to
be done to prove this finding.
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