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Abstract
AIM: To search for a large-scale automated microsatellite
instability genotyping method for genomic scanning in liver
neoplasms.

METHODS: Fluorescent PCR products of 6 microsatellite
polymorphic markers in 56 cases of hepatocellular carcinoma
were separated on the MegaBACE-500 capillary array elec-
trophoresis (CAE) instrument and analyzed with MegaBACE
Genetic Profiler software. The effects of different reaction
residues concentration in PCR reactive system on genotyping
were investigated.

RESULTS: Genetyping of forty-eight specimens was achieved
in parallel by using PCR and capillary electrophoresis system
after one cycle. The genotyping profiles included heterozygosity,
homozygosity, loss of heterozygosity, microsatellite insta-
bility and allelic imbalance, in which the phenotypes of
microsatellite instability had a lot of characteristics. MSI
was found in 18 of 56 HCC (32.1%) at one or several loci.
Ten of 56 (18.2%) HCCs had MSI-H. The concentration of
reaction residues (including dNTP, primers, and salt ion)
in PCR system effected badly on scoring errors in allele
size, which might result in misleading conclusions. The
concentration of PCR reaction products affected little on
scoring errors, and about 50 ng/µL was suitable for analysis.

CONCLUSION: The frequency of microsatellite instability
is very low in HCC and it is an uncommom event during
hepatocarcinogenesis. MegaBACE-500 CAE instrument and
MegaBACE Genetic Profiler software is a high-throughput,
accurate and reliable method for genomic scanning, but
products and salt ion concentration in PCR reactive system
is one of the key factors altering genotyping results.
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