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Abstract
AIM: To evaluate the application of immunoproteomics
methods in research on Shigella flexneri 2a 2457T

METHODS: The whole cell proteins of Shigella flexneri
2a 2457T were extracted to perform two-dimensional
polyacrylamide electrophoresis of different pH gradient,
and then Western blotting was used to screen immuno-
genic proteins.

RESULTS: After in-gel digestion, nineteen immunoreac-
tive spots were identified by matrix-assisted laser desorp-
tion ionization-time of flight mass spectrometry (MALDI-
TOF-MS), representing 10 protein entries.

CONCLUSION: The immunoproteomics methods can be
successfully applied in identifying immunogenic proteins
of Shigella flexneri 2a 2457T, which helps to search for
the protective antigens in future.
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R0OO1 chaperone Hsp70; autoregulated dnaK 0il30061584 Protein fate

R085 heat shock protein

R002 GroEL, chaperone Hsp60, mopA gil30065518 Protein fate
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R171

R006 membrane—bound ATP synthase, atpA 0il30064961 Energy metabolism
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R044 galactose-1-epimerase(mutarotase) gaM gil30062088 Central intermediary
metabolism

R082 fructose—bisphosphate aldolase, class I tba 0il30064233 Energy metabolism

R061 phosphoglycerate kinase pagk gil30064234 Energy metabolism

R010 galactose—binding transport mgalB 0il30063593 Transport and binding proteins

protein;receptor for galactose taxis
R026 PTS system, glucose-specific IIA component crr gil30063811 Transport and binding proteins
R009 outer membrane fluffing protein 0il30064307 Cell envelope
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