PO Box 2345 Beijing 100023, China
Fax: +86-10-85381893
Email: wcjd@wjgnet.com www.wjgnet.com

World Chin J Digestol 2005 June 28;13(12):1417-1420
HREA B ZE ISSN 1009-3079 CN 14-1260/R
2005 FRRNAY R B FFFEREL

TEREE
mRNA HFKiE

A, A, RHE, T4, TR, KEH, LR

Em X XREENE

« 3 2R AT %, BASIC RESEARCH e

SFRALAPFHITERRE

FEZ FHAR, £ TR, AMNKRFEFZR Y

FEAFHRMNT 450052

AN, MK P H—WB BRI BA AR T 450052

Rk, AR KFEH B ERILA FEEARM T 450052
TR, AT AMEERA A ThEAM T 450052

255, 8, 1970-04-18 4, STEBHMZ A, N, 2003 XM K2IE
L#Jm EKMS?HEPW%%H%

BRAEE: T1I5, 450052, SRR XINFTASIEE 40 S, XN ASES

). wangld0823@sina.com

€8)%: 0371-66912911

WASEHR: 2005-04-04

Su
#SHHER: 2005-04-09

FHIT mRNA and protein expression in
esophageal carcinoma and matched
adjacent normal esophageal tissues at
high-incidence area in Henan Province

Ji-Xue Li, Yan-Jie Li, Yan-Ru Qin, Ji-Ye An, Qi-Ming Wang,
Wei-Wei Yu, Li-Dong Wang

Ji-Xue Li, Yan-Jie Li, Wei-Wei Yu, Li-Dong Wang, Medica Experiment Cen-
ter of Zhengzhou University, Zhengzhou 450052, Henan Province, China
Yan-Ru Qin, Department of Oncology, the First Affiliated Hospital of
Zhengzhou University, Zhengzhou 450052, Henan Province, China
Ji-Ye An, Department of Paediatrics, the Third Affiliated Hospital of
Zhengzhou University, Zhengzhou 450052, Henan Province, China
Qi-Ming Wang, the Second Department of Internal Medicine, Henan
Tumor Hospital, Zhengzhou 450008, Henan Province, China
Correspondence to: Li-Dong Wang, Medical Experiment Center of
Zhengzhou University, Zhengzhou 450052, Henan Province,

China. wangld0823@sina.com

Received: 2005-04-04 Accepted: 2005-04-09

Abstract

AIM: To investigate the mRNA and protein expression of
fragile histidine triad (FHIT) in human esophageal carci-
noma and adjacent normal tissues in high-risk area in
Linzhou city, Henan province.

METHODS: The expression of FHIT mRNA was detected
by reverse transcriptase-polymerase chain reaction (RT-
PCR) in 16 cases of esophageal squmous cancer and
matched adjacent cancer tissues, and the expression of
FHIT protein was determined by immunohistochemistry
in 42 cases.

RESULTS: The expression of FHIT protein was found ab-
sentin 57.1% (24/42) of tumor samples and weak in 42.9%
(18/42), which was significantly higher than that in can-
cer-adjacent tissues (95.2%, 40/42)(P<0.05). FHIT mRNA

expression in cancer tissues (4/16, 25%) was markedly lower
than that in cancer-adjacent tissues (12/16, 75%)(P <0.05).

CONCLUSION: FHIT protein may be the important tumor
suppressor protein carcinogenesis and progression of
esophageal carcinoma. Its lower or absent expression may
increase the incidence of esophageal carcinoma in the
high-risk area.
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AR U AT A S8 = DAL BA 1 4R BE 0
M, I WERR 3R 22 mh AR — B, AR B 0 R
1.2.2 FldiArg MOTHE S5 (04 FHIT 85 (I B R (.
FAE QBT 0 2 b B tn, 12 ik, 24y
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GTG GAC AGC GAG GC-3’. 9 3 )y Btk 281 bp. FHIT
Forward primer:5’ -CTG CTC TGTC CGG TCA CA-
37, FHIT Reverse primer:5” —-TTC AGA AGA CTG
CTA CCT CTT-3". % M4/ By 335 bp.5 MU/L Tag
DNA Polymerase, 10 X Buffer, 25 mmol/L MgCl,,
2.5 mmol/L dNTP (each) Wy B %9 T#8 OKIE) A IR
AT, RFRRAIK 16.5 uL, 10 X Buffer 2.5 uL,
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2.0 uL, 5% 1.0 uL, Tag DNA Polymerase
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FR O Jy i i A S AR A AR, 25 5 A 210y



55 5 THEREESAXRERES ERHRP FHITESRE mRNABIRIA 1419

PORR B 5 9 A0 20 G e PR RIA R B, AR J0 ks 4
2R FHIT 2 (I PERIEHE N 87% (13/15) , srbisdd
ZUHMERIEF 1% (11/27) . &850 Hr otk 518701k
(1) FHIT FRIE 0L, RILA 0 AME T (0. 0%) (1) H=H 4i
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