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Abstract
AIM: To explore the relationship between the polymorphism
of UDP-glucuronosyltransferase UGT1A8 gene and human
colorectal cancer (CRC).

METHODS: One hundred and nine cases of colorectal
cancer and normal controls (NC), respectively, were col-
lected for analysis. Genomic DNA was prepared from full
blood samples. The amplification of UGT1A8 exon-1 se-
quences was performed using exon-1 specific primer. And
the products were visualized by gel electrophoresis and
the fragments were purified. The extracted DNA was
subcloned into TOPO TA plasmid and the insert was se-
quenced for the allelic specificity. Two-tailed Fisher’s ex-
act test was used to determine the differences of allelic
genotypes between CRC and NC group. Odds ratios (ORs)
and confidence interval (CI) were calculated to evaluate

the relationship between the gene polymorphism and the
grades of CRC. The predisposition factors of CRC were
analyzed by Logistics.

RESULTS: Three mutations were identified in UGT1A8
exon-1. The allele frequency of wild UGT1A8*1 was higher
in controls when compared with that in CRC (P = 0.047,
OR = 0.51, 95% CI: 0.28-0.79), suggesting that this allele
was a protective factor. The frequency of mutant
UGT1A8*3 was significantly lower in controls than that in
CRC (P = 0.003, OR = 9.63, 95% CI: 2.12-7.79), indicat-
ing UGT1A8*3 as a risk factor of CRC. The expression of
homozygous UGT1A8*1 was markedly higher in controls
than that in CRC (P = 0.045). Both heterozygous
UGT1A8*1/*3 and UGT1A8*2/*3 were more significantly ex-
pressed in CRC as compared with that in controls (P <0.05,
OR = 5.03, 95% CI: 2.25-5.99; P = 0.003, OR = 12.90,
95% CI: 2.68-6.15). Logistic regression analysis demon-
strated that the occurrence of CRC was mainly related to
the presence of polymorphic UGT1A8 alleles (P = 0.029),
but not the sex of the patients (P = 0.25).

CONCLUSION: The high incidence of UGT1A8 polymor-
phism exists in the patients with colorectal cancer.
UGT1A8*1 allele is a protective factor and UGT1A8*3 al-
lele is a risk factor for CRC. Homozygous UGT1A8*1/*3
and UGT1A8*2/*3 are also associated with the high oc-
currence of CRC.
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