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Abstract

AIM: To identify and analyze target genes regulated by
different spliced transcripts of human NS5ATP2 by
microarray technique.

METHODS: The coding sequences for the two differently
spliced transcripts of human NS5ATP2, NS5ATP2 (615)
and NS5ATP2, were cloned into eukaryotic expression
vector pcDNAS3.1 to yield pcDNA3.1-NS5ATP2 (615) and
pcDNA3.1-NS5ATP2 (216) constructs, which were then
transfected into HepG2 cells. The differentially expressed
genes in the cells transfected with the two differently spliced
variants were analyzed and compared by DNA microarray.

RESULTS: Forty-three genes were up-regulated by both
NS5ATP2 (615) and NS5ATP2 (216), and 13 genes were
down-regulated by both NS5ATP2 (615) and NS5ATP2 (216).
Meanwhile, 3 genes were found to be up-regulated by
NS5ATP2 (615), but down-regulated by NS5ATP2 (216). No
geneswere down-regulated by NS5ATP2 (615) while up-regu-
lated by NS5ATP2 (216). Many genes were trans-regulated
by NS5ATP2 (615) or NS5ATP2 (216) independently.

CONCLUSION: Different spliced transcripts of human
NS5ATP2 may commonly or independently regulate tar-
get genes. They even exhibit opposite regulatory effects
upon some target genes.
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