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Abstract

AIM: To investigate the mutation of hepatitis B virus (HBV)
with the treated with interferon (IFN)-α2b.

METHODS: Different doses of IFN-α2b were added to the
HepG2.2.15 cell culture. The α-fetoprotein (AFP) in the
supernatant was assayed by Western blot. HBV DNA was
isolated from the culture medium. HBV C gene amplified
by PCR was cloned by T-A cloning into pGEM-T easy
vector. The recombinatant was sequenced with T7/SP6
primer, and analyzed by DNA software.

RESULTS: AFP in the culture medium was detected, which
was not reduced after IFN-α treatment. There were two sub-
types of preC/C gene in the control group. The homogene-
ity was 93%, with 10 amino acids different, 6 of which were
of identical characteristics. The same subtypes were found
in the experiment group. The proportion of the dominant
strain gene was altered in the high dose IFN group. There
were 4 insertion/ deletion mutations in the high dose IFN
experiment group, which resulted in reading frame shift.
The mean homogeneity was more than 97%.

CONCLUSION: HBV pre-C/C gene insertion/deletion mu-

tants exist in HepG2.2.15 cells treated with high dose
IFN-α. Compared with the dominant strain, the mean ho-
mogeneity of the mutant strain was more than 97%.
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