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Abstract

AIM: To explore the effect of suppressing gankyrin ex-
pression using RNA interference (RNAI) technique on the
proliferation and cell cycle of hepatocellular carcinoma cell
line HepG2.

METHODS: HepG2 cell line stably expressing shRNA tar-
geted at gankyrin gene was established. The gankyrin ex-
pression was assessed by Western blotting analysis. Cell
growth was evaluated by cell counting and MTT assay,
and cell cycle was analyzed by flow cytometry.

RESULTS: The growth of HepG2 cells was inhibited sig-
nificantly by suppressing the expression of gankyrin. Com-
pared with the cells transfected with control plasmid, the
number of the gankyrin-suppressed cells was much lower
(d 6: 24.4x10°%+5.2x10°% vs 123.3x10°+2.8x10%, P<0.05). MTT
assay showed cell proliferation was decreased (144 h:
7.53+0.50 vs 16.30+0.38, P<0.05), flow cytometric analy-
sis demonstrated that the cell cycle was stuck at G1 phase
(G1: 71.63+3.60% vs 52.57+2.82%, P<0.05).

CONCLUSION: Suppression of the expression of gankyrin
in HepG2 cells leads to cell proliferation inhibition and cell
cycle arrest. RNAi-mediated inhibition of gankyrin may
be a useful therapeutic approach for human hepatocellu-
lar carcinoma.
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