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Abstract
AIM: To determine the methylation status of
pl6, hMLHI1, E-cadherin and RUNX3 genes in
gastric cancer.

METHODS: DNA in gastric cancer, cancer-
adjacent tissues and normal gastric mucosa was
extracted by saturated sodium chloride (NaCl)
solution. The methylation status of p16, hMLHI,
E-cadherin and RUNX3 genes were detected by
methylation-specific polymerase chain reaction
(MSP).

RESULTS: Methylations of E-cadherin and
RUNX3 were found in 38.9% and 16.7% nor-
mal gastric mucosa, respectively. Methylations
of p16 and hMLH1 were not observed in any
normal gastric mucosa. The frequencies of p16,
hMLH1, E-cadherin and RUNX3 methylations
were 8.3%, 4.2%, 54.2% and 29.2%, respectively,

in cancer-adjacent tissues, and 33.3%, 20.8%,
70.8% and 54.2%, respectively, in gastric cancer.
Methylations of two or more genes were found
in 66.7% gastric cancer, which was significantly
higher than that in cancer-adjacent tissues (37.5%,
x> = 4.09, P < 0.05) and normal gastric mucosa
(5.6%, y° = 15.94, P < 0.01). Methylations were
also significantly different between cancer-adja-
cent tissues and normal gastric mucosa (xz =416,
P < 0.05). None of the above gene mythylation
was detected in 5 gastric cancer tissues.

CONCLUSION: Multiple gene methylation is an
early event in some gastric cancers and it plays
an important role in the development of these
gastric cancers.
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1.1 AR T SRR 55 2R %2441, 1 IEH
R84, ok BT E BRI R 5 — &
R S AR LS cm LSRRI
PRASIRIS BRIV R TR 2, IFORA71E-80°C
ZAF R . RHATHE G U M br A 22
it 20 230 i, A Tk e A R I £ o 55 2 2R AN
A JME O I IE H L PRR A Pl HERR T T
ZHh.

1.2 F ik SRR G AR 4L IR
FHH P E T H R A DNA. K GENMED
DA B AG A A7 & (AR SE A |l )R p 6,
hMLH]1, E-cadherinFIRUNX33E4T F Ak 5 S 1
PCR(MSP)KIN. 5156 0 B = AL 5 5 A0 S50 (st
A P B TR P i e 2 b, i i g ) A0 R A0 S
PEPCRIANP IR, BARZ WAL iyl W 5. #% 2
KIMSP/ 475 1417 41: pl6: 5-TTATTAGAGGG
TGGGGCGGATVGC-3'(IF X), 5'-GACCCCGA
ACCGCGACCGTAA-3'(Jx X); hMLHI: 5'-TATA
TCGTTCGTAGTATTCGTGT-3'(if X), 5-TCCG
ACCCGAATAAACCCAA-3'(Jz X); E-cadherin:
5-TTAGGTTAGAGGGTTATCGCGT-3'(iF X),
5-TAACTAAAAATTCACCTACCGAC-3'(Jz X);
RUNX3: 5-TTACGAGGGGCGGTCGTACGCG
GG-3'(IF X), 5~AAAACGACCGACGCGAACG
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#1(16.7%); {EHE55H 439, p16, AMLHI, E-cad-
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54.2%H129.2%; 755 Zirh bk 5L DA 3
IR M IR }333.3%, 20.8%, 70.8%F154.2%.
66.7%(16/24), B FHRL HAFAE2 B2 B AL
DR EAE, W S T 55 1 2R(9/24, 37.5%, 3 =
4.09, P<0.05)F11E % 8 FHIEALU(1/18, 5.6%, x° =
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AUy’ = 4.16, P<0.05). 515 Ji B AT A AR —
b R A (3R D).
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