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Abstract

AIM: To construct telomeric repeat binding
factor 2 (TRF2) small interfering RNA (siRNA)
eukaryotic expression vector and evaluate its
expression in gastric cancer cells.

METHODS: Two pairs of hairpin siRNA
template oligonucleotides for TRF2 based on
pSilencer3.1-H1 vector were designed using the
manufacturer’s web-based tool. These oligonu-
cleotides were annealed and ligated into vector
respectively. After confirmation by double en-
zyme digestion analysis and DNA sequencing,
positive recombinant plasmids were transfected
into multidrug-resistant gastric cancer cells
SGC7901/ ADR and SGC7901/ VCR respectively.
Stable cell lines of G418-resistance were acquired
after 2-month selection. The effect of transfection

on cell growth was analyzed by MTT assay. The
expression of TRF2 was detected by Western
blot after the cells treated with adriamycin (ADR)
or etoposide for 6 h.

RESULTS: We constructed two TRF2 siRNA eu-
karyotic expression vectors successfully and the
transfected cells showed significantly suppressed
TRF2 expression. The growth of cells were not
significantly influenced by transfection (P > 0.05).

CONCLUSION: The TRF2 siRNA eukaryotic
expression vectors are successfully constructed
and stably expressed in gastric cancer cells.
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TRE2HU4AM H UpstateA 7l; etoposidefl £ FR[H
# 7 N SigmaZA vl il pSilencer3. 1-H1EANY
FHAmbionA]; T4 DNAZEHN . BamH 1 .
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AmbionZ Fl FEAEIP B VHERAF BV 0N T
RNA. HARE 1R Oligo-1: 5'-gatccgtccaac
caccattggattcaagagatccaatggtggttggaggattttttggaa
a-3'fl15"-agcttttccaaaaaatcctccaaccaccattggatetettg
aatccaatggtggttggaggacg-3'; Oligo-2: 5'-gatccgaac
aagcgcatgacaatattcaagagatattgtcatgcgcettgttcttttttg
gaaa-3'F15'-agcttttccaaaaaagaacaagcgceatgacaatate
tcttgaatattgtcatgegettgtteg-3'. FOligol, Oligo2#R
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P4, BamH 1, Hind XU pSilencer3.1-H1
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60 bpffF B, REERZIEM. By )e
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T W ZH A0 B v %, 3 FH Western blo il s Gy
A TREF2RIENG O, A4 G kAT % . 4
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SDS-PAGE#EM ¥k /> B 8 1, FHE A i B8
BB LT YN I, 50 /LG 03K 3t 4 )i 23 5l
ETRF2. B-actinfifk & HRPHRC AR N —Hi i
H, ECL#T B {1, Western blot#s Il 55 A K15, 41
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ADRFISGC7901/V C RN i 37 F e % Je 41 iy
BE. ey Ja 35 m] B BN TRF23KIE, J5F 4 i
AR TCHT R, ARSI A 1 PR R TREF2 (1)
Dhifie XI5 H i 25 10 0C R P2 it T AR 41
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