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Abstract

AIM: To investigate the genotypes and gene
mutation of hepatitis B virus (HBV) in family
infection.

METHODS: Eighty-four members from 27 fami-
lies, whose internal genotypes were completely
the same, were selected, including 29 cases of
asymptomatic HBV carriers (ASC), 23 cases of
chronic active hepatitis (CAH), 21 cases of liver
cirrhosis (LC) and 11 cases of hepatocellular
carcinoma (HCC). Gene chip technique was ap-
plied to detect the mutation in HBV pre-core
region (nt1896), and basic core promoter (BCP,
ntl762, nt1764) and DNA sequencing technique
was used to detect the genotypes of HBV. The
control group of corresponding genotypes was
also designed.

RESULTS: The rate of ASC with genotype B
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family infection was significantly higher than
that with genotype C infection (y° = 5.0734, P
= 0.0243, P < 0.05), but the rate of BCP1762 and
1764 double mutation was significantly lower
than that with genotype C (y* = 22.4000, P =
0.0000, P < 0.001). The clinical types of patients
with genotype B and C family infection were not
significantly different from those of the corre-
sponding controls.

CONCLUSION: It is helpful to detect the geno-
types and BCP1762, 1764 double mutation of
HBYV in family infection in the predictive analy-
sis of the disease.
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