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Abstract

AIM: To investigate the genes differentially
expressed in human colon carcinoma cell
line Caco?2 transfected with wild type K-ras2-
expressing plasmid and further elucidate the
potential molecular biological function of wild
type K-ras2.

METHODS: Sequence specific primers were
designed and synthesized, and the wild type
K-ras2 DNA fragment was amplified with poly-
merase chain reaction (PCR) technique. The
expressive vector of pCl-neo-K-ras2 was con-

structed by routine molecular biological meth-
ods. cDNA microarray technique was employed
to detect the mRNA expression in Caco2 cells
transfected with pCI-neo-K-ras2 and pCl-neo,
respectively, using lipofectamine.

RESULTS: The expressive vector was construct-
ed and confirmed by restriction enzyme diges-
tion and DNA sequencing analysis. High quality
RNA and ¢cDNA were prepared and successful
microarray screening was conducted. The scan-
ning results indicated that among 8568 genes
which were obtained from gene expression
profile analysis, there were 135 different ones
of which 121 were down-regulated and 24 were
up-regulated in the wild type K-ras2-expressing
Caco?2 cells. These genes differentially regulated
by wild type K-ras2 included human genes en-
coding proteins involved in cell signal transduc-
tion, cell apoptosis, cell proliferation and differ-
entiation.

CONCLUSION: cDNA microarray is success-
fully used to screen the genes differentially ex-
pressed in wild type K-ras2-expressing Caco2
cells, and the alteration of expression profile
induced by the wide-type K-ras2 suggested
the negatively regulatory function of wild type
K-ras2 for cell signal transduction, apoptosis,
cell proliferation and differentiation.
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