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Abstract
AIM: To establish a serum protein pattern model
for screening hepatic cellular carcinoma.

METHODS: The proteomic spectra of patients
with hepatic cellular carcinoma, hepatic cirrho-
sis, and healthy people were obtained by sur-
face-enhanced laser desorption/ionization time-
of-flight mass spectrometry (SELDI-TOF-MS) on
WCX2 chips. The collected data were compared
and analyzed by Biomarker Wizard software.

RESULTS: A group of proteomic peaks were
detected. The expression of five protein mol-
ecules (4477, 8943, 5181, 8617, 13 761 Da) in
patients with hepatic cellular carcinoma was sig-
nificantly higher than those in the controls, and
the expression of 4477- and 13 761-Da proteins
were higher while the 4097-Da one was lower in
HCC patients than cirrhosis ones. The specific-
ity and sensitivity of SELDI-TOF-MS were 100%
(60/60) and 90% (18/20), respectively. Four pro-
tein molecules (4477, 8943, 13 761, 4097 Da) were

screened as a proteomic model.

CONCLUSION: The discovered serum protein
pattern model can efficiently identify patients
with or without hepatocellular carcinoma. SEL-
DI-TOF-MS plays a valuable role in the diagno-
sis of hepatocellular carcinoma and the discov-
ery of new tumor-specific protein biomarkers.
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8943 929 719 105 0.39 3.1%x1077
8617 461 175 141 1.23 3.1%x10°
4477 120 065 030 0.10 5.4%107°
13761 0.62 034 022 0.15 4.4%x107°
8151 378 3.01 1.06 0.44 3.6x10™"
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