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Abstract

AIM: To explore the significance of hepatitis V
virus large protein (HBV-LP) in the diagnosis of
viral replication.

METHODS: Serum HBV DNA level was quan-
titatively detected using real-time polymerase
chain reaction, and HBV-LP, Pre-S1 and HBV
markers expression were measured by enzyme-
linked immunosorbent assay (ELISA) in 254
cases of infected serum.

RESULTS: There was no significant difference
between the levels of HBV DNA and HBV-
LP (# >0.05). The expression of HBV DNA and
HBV-LP were not significantly different among
various patterns of HBV serological markers,
either (7 >0.05). HBV-LP expression was mark-
edly correlated with the logarithm of HBV DNA
level (r = 0.945, P <0.001). A proportion of 89%
of the logarithm of serum HBV DNA changes
could be predicted by the linear regression mod-

el with the independent variables (the levels of
HBV-LP).

CONCLUSION: There is a perfect correlation be-
tween the copies of HBV DNA and the levels of
HBV-LP, and HBV-LP expression can reflect the
replication of HBV.
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