WREARILEL®

wcjd@wijgnet.com

s 9

UL AR 20065E128H; 14(34): 3317-3320
ISSN 1009-3079 CN 14-1260/R

& Jk 255 CLINICAL PRACTICE

MTA1EEFRIEZS5 A BERNRIEMER

x| i, BRI, ERHIR, TFR

XE, PAAANRIER £ PHBEXFRFESR
W& R FE R B AP s IR BT R A A g XL
430030

W, THR, DFR, L PHRERXFZRAFEFEHER
FETE B oA 314kl KL 430030

BiRFEE: AR, 430030, ;HHILBEINTHRRIRE 1095
S, LR AZEAFEZRENEIFERSBINEIDPIL.
wangzq0808@sina.com

€815 027-83663816 {EH: 027-83663400

RS EIEE: 2006-09-12 #ESHHER: 2006-09-28

Expression of metastasis-
associated gene 1 and its
correlation with invasion and
metastasis of human gastric
carcinoma

Hai Liu, Jun-Bo Hu, Zhi-Qiang Wang, Zi-Ran Wei

Hai Liu, Jun-Bo Hu, Zhi-Qiang Wang, Zi-Ran Wei, Cen-
ter of Gastrointestinal Surgery, Tongji Hospital of Tongji
Medical College, Huazhong University of Science and
Technology, Wuhan 430030, Hubei Province, China.
Correspondence to: Dr. Jun-Bo Hu, Center of Gastroin-
testinal Surgery, Tongji Hospital of Tongji Medical College,
Huazhong University of Science and Technology, Wuhan
430030, Hubei Province, China. wangzq0808(@sina.com
Received: 2006-09-12 Accepted: 2006-09-28

Abstract

AIM: To investigate the expression of metastasis-
associated gene 1 (MTA1) in human gastric
carcinoma and its correlation with tumor
metastasis.

METHODS: Real time polymerase chain reac-
tion (PCR) and Western blot were employed to
detect the expression of MTAL1 in gastric carci-
noma and its adjacent gastric mucosa obtained
from the surgical specimens of 42 patients, and
the correlation between the expression of MTA1
and the differentiation and metastasis of gastric
carcinoma were investigated.

RESULTS: The expression of MTA1 mRNA in
gastric carcinoma was significantly higher than
that in the adjacent gastric mucosa (0.6711 vs
0.3940, P < 0.01), and the expression of MTA1
protein was in accordance with that of MTA1
mRNA. MTA1 mRNA expression was mark-
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edly higher in the poorly-differentiated gastric
carcinomas than that in the well- or moderately-
differentiated ones (0.7475 vs 0.3460, P < 0.01).
Moreover, the expression of MTAT mRNA was
dramatically increased in the gastric carcinomas
with metastasis as compared with that in the
ones without metastasis (0.8128 vs 0.4933, P <
0.01).

CONCLUSION: MTA1 expression is up-regu-
lated in gastric carcinoma, which is closely cor-
related with the differentiation and metastasis,
MTA1 may serve as a marker in predicting the
biological behavior and prognosis of gastric car-
cinoma.
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MTA1 mRNA (Relative Qualification)
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