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Abstract

AIM: To investigate the pathogenesis of
cryptogenic hepatitis (CH) by screening its
binding protein of serum protein.

METHODS: Using serum protein of cryptogenic
hepatitis as the selective molecule, T7 select
phage from human liver cDNA library was bio-
panned and the positive clones were selected 5
times. After polymerase chain reaction of bac-
teriophage plaque, the DNA fragments of the
screened clones were sequenced, and the amino
acid sequence of target protein was compared
with protein sequence database from BLAST in
GenBank.

RESULTS: After bioamplification for 5 times,
24 positive clones were obtained from 60 clones
screened randomly. The sequence of the posi-
tive clones were researched for homology, and
Homo sapiens hepatitis V virus NS5A trans-
regulated protein 13 was ascertained as the se-
rum protein of CH-binding protein, which was
located at liver.

www.wjgnet.com

CONCLUSION: Serum CH protein is interacted
with Homo sapiens hepatitis V virus NS5A
trans-regulated protein 13 in liver, which plays
an important role in the pathogenesis and treat-
ment of CH.
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R PE T 4 (cryptogenic hepatitis) YR K
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FEEEE BAZ (pfu/l) FFHEE pfu/l)  FEHEZR(%)
1 1% 10" 3x10" 30.00
2 3x 10" 4x10" 1.30
3 4% 10" 5x 10" 0.13
4 5x 10" 4%10" 0.80
5 4x10" 3x10" 0.75
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cDNA X JE i 1% & BIHCV NS5 AKE R [ Ak 1 5
B 13 B, AT RE A (R F2 I HC VI 1y 2
R-NSSA 4 e sk A5 5% F UL KHCV
I3 15 2 SRR S BUT B SRR er /Ml
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YA HE 13, I AR I s B AR S I, 3R
125 R B 98 T Rk NI R PR I BH
PR 2 52 HLAKR G 3% D) REARZS S, > HR 35 i
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