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Abstract

AIM: To isolate the differentially methylated
DNA sequences between gastric cancer and
normal gastric mucosa.

METHODS: The differentially methylated DNA
sequences between gasrtic cancer and normal
gastric mucosa were isolated by methylation-
sensitive representational difference analysis
(MS-RDA). Similarities between the separated
fragments and the human genomic DNA were
analyzed with Building Loads Analysis and Sys-
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tem Thermodynamics (BLAST) program.

RESULTS: Three differentially methylated DNA
sequences, CRS1308, CRS1309, and CRS1310,
were obtained. CRS1309 and CRS1310 had been
accepted by GenBank. CRS1309 was highly simi-
lar to the eleventh exon of LOC440683 (98%),
3" end of LOC440887 (99%), and promoter and
exon region of DRD5 (94%). CRS1310 was con-
sistent (98%) with a CpG island, in ribosomal
RNA, isolated from colorectal cancer by Minoru
Toyota in 1999.

CONCLUSION: The methylation degree is dif-
ferent between gastric cancer and normal gastric
mucosa. The differentially methylated DNA se-
quences can be isolated effectively by MS-RDA.
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1.2 7 & H100 mg41Z1%)3, IA1.5 mL DNA#E
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BL2IR =27

RHpa Il ,, 5'~AGC ACT CTC CAG CCT CTC ACC GAC-3'
RHpa Il ;; 5'-CGG TCG GTG AG-3'

JHpa Il ,, 5'~ACC GAC GTC GAC TAT CCA TGA AAC-3'
JHpa Il ;, 5'—-CGG TTT CAT GG-3'

NHpa Il ,, 5'=AGG CAA CTG TGC TAT CCG AGG GAC-3'
NApa Il ; 5'~CGG TCC CTC GG-3'

SHpa Il ,, 5'-ACT TCT ACG GCT GAA TTC CGC CAC-3'
SHpa Il ;; 5'-CGG TGT CGG AAT-3'
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WAL AZ WP FMsp 1 4k, ZDNA F B
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B [ 145650073 p> [ 145682398 p>
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L CRS1309 5731
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= PP PEKER S E 4B ()
CRS1308 2 431 46.6 0.6538  18g21.1-2 272  1e-69 86
CRS1309 (AY887106) 2 264 66.3 0.700 0 2p11.1 521  e-145 99
1g21.1 498  e-138 98
4p16.1 435  e-119 94
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