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Abstract

AIM: To investigate the genes differently
expressed between gastric adenocarcinoma and
normal mucosal tissues by cDNA microarray
technique.

METHODS: The total RNA was extracted from
gastric adenocarcinoma and normal mucosal tis-
sues and then purified. The cDNA was obtained
by reverse transcription polymerase chain reaction
(RT-PCR), and then labeled with Cy5 and Cy3 flu-
orescence as probes, which were hybridized with
gene chip containing 14 784 human 14KcDNA.
Subsequently, the signal images were scanned by
Agilent fluorescence scanner and analyzed by Pix
QuantArray software.

RESULTS: Of the 14 784 target genes, 29 genes
were screened out for differences in gene expres-

sion level between gastric adenocarcinoma and
normal gastric mucosa. Ten of the 29 genes were
up-regulated, of which 2 were with unknown
function, and 19 were down-regulated.

CONCLUSION: Multiple genes take part in the
carcinogenesis of gastric adenocarcinoma. The
29 gene differentially expressed may be involved
in the occurrence and development of gastric
cancer.

Key Words: Gastric adenocarcinoma; Gene ex-
pression profile; Differentially expressed genes
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WA 2 e NM_014297 2.76 Homo sapiens ethylmalonic encephalopathy 1 (ETHE1)
s kB Rk £ NM_006412 3.302 Homo sapiens 1-acylglycerol-3—phosphate O-acyltransferase 2(AGPAT2)
BT Y NM_004444  2.581 Homo sapiens EphB4 (EPHB4)
B R, ARG Homo sapiens protective protein for beta—galactosidase
PPN Y Tk NM_000308  2.231 (galactosialidosis)(PPGB)
%R E ALY AW962980 5.451 'EST375053 MAGE resequences, MAGH Homo sapiens cDNA, mRNA sequence
W LA — R AW054747 2.019 Homo sapiens cDNA clone IMAGE:2501448 3'
3t NM_001091 9.894 Homo sapiens amiloride binding protein 1 (ABP1)
NM_007329 22.75 Homo sapiens deleted in malignant brain tumors 1 (DMBT1)
AW966777 3.018 'EST378851 MAGE resequences, MAGI Homo sapiens cDNA, mRNA sequence
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GenBank ID ratio gene_description
NM_002065 0.138 Homo sapiens glutamate—ammonia ligase (GLUL)
NM_198057 0.265 Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI)
AL831930 0.113 ‘Homo sapiens mRNA; cDNA DKFZp761C2021
NM_006472  0.243 Homo sapiens thioredoxin interacting protein (TXNIP)
NM_198159  0.350 Homo sapiens microphthalmia—associated transcription factor (MITF)
BC011762 0.211
NM_021069  0.485 Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2)
NM_018192  0.398 Homo sapiens myxoid liposarcoma associated protein 4 (MLAT4)
NM_001647  0.436 Homo sapiens apolipoprotein D (APOD)
NM_001823  0.094
NM_001442  0.364 Homo sapiens fatty acid binding protein 4, adipocyte (FABP4)
NM_002084  0.258 Homo sapiens glutathione peroxidase 3 (plasma) (GPX3)

Homo sapiens protein phosphatase 1, regulatory (inhibitor)
NM_005398  0.427 subunit 3C (PPP1R3C)
NM_018185  0.366 Homo sapiens chromosome 13 open reading frame 17 (C13orf17)

Homo sapiens vascular endothelial growth factor and type |

AF480883 0.472

collagen inducible protein (VCIP)

Homo sapiens creatine kinase, brain (CKB)

NM_001823  0.084
NM_002718  0.453
AF318382 0.278
NM_003819  0.271

alpha (PPP2R3A)

Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B,

'Homo sapiens pp9974 mRNA, complete cds
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