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Abstract

AIM: To establish and optimize the technique of
two-dimensional gel electrophoresis (2-DE) for
studying the proteomics of liver fibrosis tissue
from patients with hepatitis B.

METHODS: Liver fibrosis tissues were obtained
by surgical method, and the total proteins were
extracted. Immobilized pH gradient isoelectric
two-dimensional gel electrophoresis was used to
separate the total protein. After coomassie bril-
liant blue staining, 2-DE maps were analyzed
with ImageMaster 2D Platinum Software. A

series of conditions such as the sample size, elec-
trophoresis parameters and the way to treat the
sample were improved.

RESULTS: After optimization, the horizontal
trail was decreased; the resolution of the spot
was improved; the number of protein spot was
increased from 246 + 33 to 729 + 83 in the 2-DE
maps.

CONCLUSION: The optimized technique of
2-DE can be introduced to study the proteomics
of liver fibrosis tissue from patients with hepati-
tis B.
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P ) [ Amersham 23w, P P FELAE T [ AH
pHER T B 4<(APG strip)lld HBio-Rad/A #], ik
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LabScanf #fiff. ImageMaster 2D Platinum
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(8 mol/LJE % . 2 mol/Lifik. 40 g/L CHAPS.
40 mol/L Tris< 5 mL/LMMEHLf#FT. 10 mL/Li&
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1 FFAF41b4R4R2-DEBIE. A-B: pH3-10L, 18 cm,
1000 ug; A: ALZEERT; B: (/LA1H5; C: pH4-7L, 18
cm, 1000 pg.
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