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Abstract

A class of small non-coding RNAs, 21-25
nucleotides long, is widely distributed in
all plants and animals. These are known as
microRNA (miRNA), and are highly conserved
in evolution, expressing in special tissues and
timing. They function as negative regulators of
genetic pathways and regulate crucial biological
processes in cells through proliferation,
differentiation and apoptosis. Therefore,
alterations of miRNA may result in some critical
anthological processes. Previous studies have
shown that miRNA can function as oncogenes/
tumor suppressor genes. Therefore, expression
profiling of human tumors is associated with
diagnosis, differentiation stage and prognosis,
and can be used to classify human cancers
better than mRNA can. This review focused on
miRNA and discussed its generation, functional
mechanisms, its relationship with tumors, and
research methods, as well as its potential role in
the diagnosis, staging and biological therapy for
esophageal carcinoma.
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