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Abstract

AIM: To investigate the sequence polymorphism
of the surface (S) gene of hepatitis B virus (HBV),
to study the distribution of viral genotypes/
serum subtypes circulating in the Beijing area,
and to search for possible correlations between
viral genotypes/serum subtypes and clinical
conditions.

METHODS: HBV DNA samples from 69 patients
from the Beijing area were isolated and purified.

The viral S gene was amplified by polymerase
chain reaction (PCR) and then directly se-
quenced. Genotypes and serum subtypes were
determined by sequence alignment and compar-
ison with the standards with MEGA3.1. Nucleo-
tide polymorphisms and amino acid changes of
the S gene were analyzed using DnaSP software.

RESULTS: In the 69 patients, HBV from 14 sam-
ples was identified as genotype B (20.3%), and
that of the remaining 55 as genotype C (79.7%).
Adrq’ and adw?2 of HBV were the predominant
subtypes (75.4% and 20.3%, respectively). Fur-
ther, 1 sample was determined as adrq and 2
were detected as a previously unreported sub-
type. Mutation type showed significant differ-
ences in hydrophilic and hydrophobic regions
of the S gene (P < 0.05, P < 0.001, respectively, in
genotypes C and B). Compared to genotype B,
higher sequence polymorphism was observed in
genotype C. Nucleotide variation (r value) was
not equally distributed in the S gene, and & in
the “a” determinant was lower than that in other
regions. Clinical symptoms were significantly
associated with genotypes B and C, but not with
serum subtypes (P < 0.05 and P = 0.381, respec-
tively).

CONCLUSION: There is higher sequence varia-
tion of the surface gene in genotype C compared
with genotype B. Mutations in the S gene are
not randomly distributed. The two hydrophilic
regions appear more conserved, while mutation
frequency in the hydrophobic region is higher.

Key Words: Hepatitis B Virus; S Gene; Polymor-
phism; Genotype; Serum subtype; Polymerase
chain reaction
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2 M X (P = 0.381, Fisher ki Bk 46).

317E

HB VI A 7R AT 5 b B X Il A e a5 ),
WELLC, BEER ALY F, b AT 2 NCH, 1
Ji 2 HATBA, EBA ML MR HiE Z, mCh
BRI D A BRATTR T S IR 41 e L
P4y, 15 b sTHEIX HBV BACHE R 7 24 15 80%,

www. wjgnet.com



FUE, = N RR RS SEREDI S RE AT 2501
HARNBIEE, 154 T ASRACIRIGE AR, maan

— LB L NN AR T TR
Sh 8 oAb X HB VLR 8 45 b T A HB VI B 7 A AR, o iny i s

e G T e R RV SRV TR AR BRI,
5 SCHRIRE A A AT P B IR A
JERAEB, CHEPEI B A I 25 1 22 7 (P<0.05), Al
BAH LG CHL SRR F I R AH DG, &5 5
WA SCHR[17-18]400E — B, LA Rt —20
T

O g5 R0, 67 # X HB Vi i 3
Pladrd 3, B W ladw2 h = AWF5T g k&
AL X adrq Flad w255 1575.4%5120.3%.
IR LE2RE S R T — M eiiHMagnius
FINorder [ 77 4 5 (775 AL, Hy S5 [
nt379CCTRAATCTMATSH 155 127/ Pro%
HSeridh . X245 BRE DS B 11 98 FH SAR
S TR A £ . 3 — S TR R I3 I 2R
Xof A 2R R b 78 A e I PR IR 1R 56 R
AR HE— S WF9T. HB VI B T AT %
B, A8 OB F AN IS W 1) o A A —FE,
TP P TG Llad el 78 L % a5 im0 AT 5T P i
T 2R A [R] R 2 o iR 20 A B At N &5 B
A3, H 5 RARAERTCAH K.

P93 15 S J R 4 A5 3 253 A0 IS = L3R T 2
H, fEHBVEQ LR R EEEH. StEEf
2ANSEKIX, 435l Kaa32-76F1aal00-160, EHBV
FERMPURRAL. VFZIFRRVISIEN 2 &
PEEHBVHURE R S J5 I R G g 306 ik 55
A REBLRIE R RIS NG IR Z TR
A 1, AL A AE SHE R R AR BEAL. BRICSE
DRI 28 e ) 236 7K DX A1) B 21 /K IX i 23843 Y
(1) B B A T~ LA DX sk, 153X — 8 43k i b a bl
SERER. A, ANEEB K X H ) 58748 R 0 i i T8
AKX, HIRK X 584 2 0 [R] LR, X 4645
PEORIE BESHEE R K Th RE X AR X LR 7. SHE I n
SIATAYS), BUAHE R B A6 5t o X C Y S HE [l
2 &PEmTBAL, MAHHRERHBIMHBVE A
P T CHPY, 3] B AE A A B AN [ 1
IUESE

FATT 5 5 R BAE I Y AR 3 kK X
(1) XA 2, AR AT RS B T FRATTRE it 11
147BRF4Int354, ntd428FIntd32 347
AT IR 2B T2 % 7 51D0032911 3% /. 1M
225 7 51D00329 2N C B I IE [ A 8 2 13
HBVIJTA, % T HABRIHBVLIBj AN &,
M7 [ 3 X B HBY 3 B A7 Ba i 1Y, KX
3AME ] g S p [ Hb X Ba VR HB V145 5+

www. wjgnet.com

SHEEIK PP B e SR A I S 1 - B o i
ZAMESHT(PCR-RFLP)?, HE A AL v 5|
YIPCRPVEEAR 2 My, Ik, R R %
KA S AT 43, FEAPCR-RFLP A LA
R S MES P CRITVE. AW T H st
DRI Ji5 55 2 2% ok L ASE (R R R 43 21 ) 95 AP CR-
RFLPHE K 73 8778, A BB T RFLPH R H
(1 BRI VE N DI Bsr T 1Sty 1 (F%E S vk i D) Ar
. BEEPRI A5 #E R AE S RInt 1 744045 Bsr T 1)

1459 bp 24N B, WK AT HERf % BAY; CEEA
RN AR AESFE RInt30 1 .Sty 1 HIREYIAL 4,
WHIFHIACY CAAGG, N4 if }332H1253 bp
24N B Br. FRATTI 4 SRR AL DR Y Dl BIK 144K T
BESIERAT Bsr 1 I H oSty 1T BT 5, S541CHY
JeBsr 1 WY a1 1 3 B R4 C 5541 H8 3 o
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