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Abstract

Research indicate that telomere is relative to
certain diseases such as cancer. Telomerase
activity, replicative history and genetic stability of
the cells are all reflected in telomere length. Since
telomerase is known to be activated and have its
length changed by certain cancers, assessments
of telomere length are important for disease
investigation and analysis. We here describe
several methods for detecting telomere length.
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TR 10 nglB BT AIDNA. 44k 41 fluDNA K,
2 /051000440 J 1 20 2R3 i = 1 e 1
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