HE-EARICRL®
wcjd@wijgnet.com

9

HRIEL N EAE 200781328H; 15(3): 254-259
ISSN 1009-3079 CN 14-1260/R

& AT % CLINICAL RESEARCH

HB V18 5% M4 BT 20 b 2 B2 FF R 4L BB & 4 B I B N iz 2 B J

AT

MEn, BEL XER, & & S0

[ L Sk

B G R ST
ARMEFZEH
Wy — 1 H L
#, AL Ak
3 BE 5 AR KA
BT M0 IE
(HCC)-Z B w7 4
REBEZHNHE
WA —, BT
STHCC% & Fi 44
W, B RSt E
T4t sHCC fm e
. BALFH
AR

M B K 410008

XIEER, Pk FHiE R AR F S 3
#18 K i 410008

Bz, 1998F PR ASES N T, BI2UR, AR
Eg%ﬁﬁ%&@%ﬂiﬁtﬁi MEFHENE T RRRS R
\[ A %

ERMEE: 85T, 410008, WA THHES7S, (PR
SR EERRRR YRR, xgfan@hotmail.com

E8i&: 0731-4327392

RS EER: 2006-08-22 #ESHHE: 2006-09-25

Mass spectrometric analysis of
peripheral blood mononuclear
cells in patients with

hepatitis B virus associated
hepatocellular carcinoma or
liver cirrhosis

Bai-Yun Zhong, Xue-Gong Fan, Wei-Dong Liu, Yan
Huang, Ming-Xiang Zou

Bai-Yun Zhong, Xue-Gong Fan, Yan Huang, Ming-Xiang
Zou, Department of Infectious Diseases, Xiangya Hospital
of Central South University, Changsha 410008, Hu’nan
Province, China

Wei-Dong Liu, National Hepatobiliary and Enteric Surgery
Research Center, Ministry of Health, Xiangya Hospital of
Central South University, Changsha 410008, Hu’nan Prov-
ince, China

Correspondence to: Xue-Gong Fan, Department of Infec-
tious Diseases, Xiangya Hospital of Central South Univer-
sity, 87 Xiangya Road, Changsha 410008, Hu’nan Province,
China. xgfan@hotmail.com

Received: 2006-08-22 Accepted: 2006-09-25

Abstract

AIM: To establish two-dimensional
electrophoresis (2-DE) maps of peripheral blood
mononuclear cells (PBMC) in patients with
hepatitis B virus (HBV) associated hepatocellular
carcinoma (HCC) or liver cirrhosis (LC), and
identify the differentially expressed proteins.

METHODS: The total proteins from PBMC in
patients with HBV associated HCC (n = 16) or
LC (n = 12) were seperated by means of immo-
bilized pH gradient-based 2-DE. The differen-
tially expressed proteins were screened using
PDQuest analysis software, and then identified

by peptide mass fingerprint (PMF) based on
matrix-assisted laser desorption/ionization time
of flight mass spectrometry (MALDI-TOF-MS)
and database searching.

RESULTS: A well-resolved and reproducible
2-DE pattern of PBMC was obtained from patients
with HBV associated HCC or LC. For HCC, the
mean number of protein spots was 1186 + 43, with
an average matching rate of 91.6%, and for LC, the
mean number of protein spots was 1013 + 41, with
an average matching rate of 90.2%. Twenty-seven
differential proteins were tested by MALDI-TOEF-
MS, and 16 were identified. Of the 16 proteins, 13
were up-regulated in patients with HCC, includ-
ing heat-shock protein 27, member RAS oncogene
family (RAB14), actin, alpha 1 antitrypsin, RNA-
binding protein regulatory subunit and so on.
By contrast, the levels of proteins such as PDX6,
HSPA8 and MnSOD were significantly reduced in
HCC patients. Some of these proteins participated
protein synthesis and degradation, or chaperone,
or protection and detoxification, or signal trans-
duction, while some of them were involved in
metabolism or cytoskeleton construction.

CONCLUSION: A well-resolved and reproduc-
ible 2-DE pattern of PBMC from patients with
HBV related HCC or LC is established, and six-
teen differentially expressed proteins were char-
acterized.
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MATRIX Mascot Search Results

Protein View

Match to: gil55957331 Score: 136 Expect: 3.7e-09

RAB14, member ras oncogene family [homo sapiens]

Nominal mass (#,) 20510, Calculated pI Value: 5.94

NCBI BLAST search of gil55957331 against nr

Unformatted sequence string for pasting into other applications

Taxonomy: Homo sapiens
Links to tetrieve other entries containing this sequence from
NCBI Entrez: gil73536235 from Homo sapiens

Fixed modifications: Carbamidomethy1(C)

Variable modifications: Oxidation (M)

Cleavage by Trypsin: cuts C-term side of KR unless next residue
isP

Number of mass Values searched: 31

Number of mass Values matched: 13

Sequence Coverage:57%

Matched peptides shown in Bold Red

1 MATAPYNYSY IFKYIIIGDM GVGKSCLLHQ FTEKKFMADC PHTIGVEFGT

51 RIIEVSGQKI KLQIWDTAGQ ERFRAVTRSY YRGAAGALMV YDITRRSTYN
101 HLSSWLTDAR NLTNPNTVII LIGNKADLEA QRDVTYEEAK QFAEENGLLF
151 LEASAKTGEN VEDAFLEAAK KIYQNIQDGS L
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2 /D AES0% I8 e 354 AR R AR 48 J R IA = AH
ZE348 LA B IR 22 5 a5 IR 274N 38 R 9 S A
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LT ik 5 P Yk P R R D U A5 L

FEXE 73 7 . DU IR B 22 /b (44 J BE LA
)RV 55 2R (>15%) E AT LA T, ik
Z UCC IR AH DG 8 1 0T, %68 e 1R A 1 044 PR Al
I (R S 43 U h R A H i LR . (K134 B
055 8 1A 4 S LA 2 1 o 440 e A i) 2
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