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Abstract

AIM: To detect three genes of Helicobacter
pylori (H pylori) outer membrane proteins in
NCTC11637 and clinical strains, and to make a
homologous comparison of the nucleotides in
strains 26695 and ]J99.

METHODS: The three genes were detected with
PCR in H pylori strains NCTC11637 and 27. The
PCR products were sent for nucleotide sequence
analysis, and compared with those in strains
26695 and J99 using GenBank.

RESULTS: The sequences of the genes of inter-
est were obtained in strain NCTC11637. Among
27 clinical samples, OipA and HopX genes were
detected in 10 and 23 H pylori strains, respec-
tively. Only the HoplV gene was obtained in 27
H pylori strains. Moreover, in NCTC11637, the
homology of the OipA gene between NCTC11637
and 26695, and ]J99 in nucleotide acid was 95.38%
and 94.60%, respectively, which was lower than

the homology between 26695 and ]99, at 95.50%.
The homology of the HopX gene between
NCTC11637 and 26695, and J99 in nucleotide
acid was 94.90% and 95.15%, respectively, which
was lower than the homology between 26695
and J99, at 96.49%. The homology of the HopIW/
gene between NCTC11637 and 26695, and J99 in
nucleotide acid was 97.38% and 94.90%, respec-
tively. The homology between 26695 and ]J99
was 95.20%.

CONCLUSION: The gene sequences can be ob-
tained in NCTC11637 and clinical strains. The
HopW gene sequence is conservative.
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T OjpA 5'-CCGGATCCATGAAAAAAGCTCTCTTACT-3'
5'-CGCGGCTCGAGTTAATGTTTGTTTTTAAAGTT-3'
HopX 5'-AAAAGGATCCGAAGACGATGGCTTTTATATGGGA-3'
5' - AAAACTCGAGTTAAAAACCTATCGTGTAGTTGAT-3'
HopW 5'-AAAAAAGGTACCCATGAAAAGAATGGCGCGTTTGTG-3'

5'-AAAAAAAAGCTTTTATCAAAAAGTATAAACATAGCGCAA-3'
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Sr97.38% - 94.90%, 26695F1399 4195.20%.

3 111E
H pylori 11994 4% [H bR e i SR € A 1
B0 I 5 52 B P Ah e (1 T DA
XIH pyloriIF5¢ 2 8 A K 25 A 41 AH OC 2
. WRE RS, AR, H pyloriTf A 35 R 41
Feo R, EH9SANAT I K P A e A —
ANDE R IR MBS R 1 505, 6 B 32 a1 R i
KA A AL A

Oip A& —Fh gt X 73+ 5 434 kDalf
W | VIR AT B AL TR R, NOFRHopH, BRI
HHP0638, Yl = WIFRHT 2 4E & (10ipA. F-AE
19984, Yamaoka er /i K /> 1 & 7 +33-35
kDalfy #MEE S5 IL-8 K7 2 IEAH G, 11X
FPAR DGR 2 5 AT A FG Cag ATE N # TG K.
7E20004F, Yamaokaf 73— 0 105, K
HP0638 548 1 75 F1L-8 1) it ] {2 Jik /> T 15 50%,
DA K HPO638 KL K 5 44 W Oip AV AT 243 K
HLHPO638I RS HCagA . vacA . iceARIIEIN
AR O™, [ I Yamaoka er al”' & BLOip A
A RME—REUSIG T 4Rt N B R X 4
HkR I TeS. ThREMEIOA S5H pylori) % & |
r PR A PR 11 7 R DA K A v KT
(IIL-8% VI AH G, T H 28 WRIE SR er al%f OipA Hk
DT T 3 B A7 51 4371

TR A A AR A D fe
T B Y R KRS, AT P RV
FEYNRAN oy 7R, B Ko 7R R 57
. WIS AN AN, I FR BT A
(W E 2 . Ak, B PURTERIBOE . AR

PRI FLAR (1 B FEACYE 0, 21 R 2CORN BT Ak 34 5%
AT, AT DAL = SR AR B AR T A e, = 2
PR R [, ANTERF RS S Can i N SD SHI
HET0CLL ) A RR. HMILEAR S — A
FRE RUR AL LE AN B AL IR R AR IR, A S R 1Y
NI T IE10%- 10048 DU, X Skl i L 2R
A R R AR, RS 2 R R
S UNRE. S RN T, 5 SR T A
BUw I T A —E R R,

LR 10T A S e R s 2 AN 2 A
A 5 R A AL B 1 LA A R L, IR
PR L A A R S T TR T 45 5 A, JLAE
SR ARRE R4y 2 . H pylorih AEEF
S AL E I HopEY. Hop VAIHop X{Li#
ML S 100 B 1.5 1.4F13.0 ns, iiHF 1
WMALEHHopA. HopB. HopCHHopDf£ S
J13550.36+ 0.36. 0.32510.24" F AR H HT
KFHop WHRIHop X W BEIEA ARG 2, (HE
H pylori HAbFE AN [H 1) ) tEHop WHIHop X 1Y)
TSN ITBA TR M E R LG, CHEM
TAEY DI, 7EH pylori&Gs &N BESA
AP IZRIE. ILAN, Peck et al™ [l Hop WA
Hop XTI EH RGPz /N, 45815 2 i3 b 4t
PORERE S, B JLA AN B BTk, B]IX
AMRSE P FIA B FeAb b Js v e 7% 1 B, 7F
G2 S0 (PRSI o, 4 INHop WIS & I (7]
PTG

P25 VH T i Gt A DR ) PR~ A vl B st
e ORFF I EE LN 25 H H BTN 2 5H pyloridt
IR IRIF 9T 45 S B, H pylori AN B KR ) 3 R AR
SR K. Ak, HEAR 2 FH pylori AR 4y B EE
A — JE R [RIJR DG 2R, e 8 Ry 58 1 e Dt 179 356 A
fiiprirt i (&

ARSI IE HIPCR T IEAEFREEENCTC
11637 HAs il 21 = Fp HE PR, A8 27 41 1l IR 11 #E
o, B 10BN B Oip A FEDN, 7823450 b As i )
Hop XH:N, MiHop WL R ZE2 741 i 1) 94 46 i

www. wjgnet.com



FIE, 5. W WRITEIOPA. HoX. HopWERBIRNIREIIHT 3713

A M12345678910B M12345678910C M1 23456 789 W@ 1T
AR M, B
H— 2 WA,

800 bp 2500 bp

1000 bp 2000 bp

1000 bp

250 bp 750 bp

2  IRESERIROITREESIRNIGEREKROPA, HopXFHopWER. A: Oip AL, Marker 200 bp; B: HopXH:[H; C: Hop W

FA; 1: NCTC11637; 2—10: ISIREEREK.

® 2 REGEARREY

Gene RANEFR

REIEY

OipA 50 uLRAHAZR(10 x buffer 5 L. dNTP 4 pl. DNAE#R2 pL.
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TagE25MH50.25 ul. ddH,0 36 pl

HopX 50 pLRMUAZA(10 x buffer 5 uL. dNTP 4 ulL. DNAEIR2 ul.
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