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Abstract

AIM: To investigate the critical regions and
spreading of the Runx3 CpG island methylation
in human gastric cancer.

METHODS: MSP and Western blot were used
for 26 human primary gastric cancer samples
and corresponding non-neoplastic gastric mu-
cosa to detect the methylation status in succes-
sive six regions ranging from the most 5’ region
to the transcription start site within the Runx3
CpG island and the expression levels of Runx3
protein, respectively.

RESULTS: The methylation frequencies in the

successive six regions calculated by the results
of MSP decreased gradually with the regions
spreading to the transcription start site. The dif-
ferences between cancer group and non-neoplas-
tic group arose in the 3rd region, and became
significant in the 5th and 6th regions (P < 0.05).
When the grouping was related to the differen-
tiation extent, the differences were significant in
the 3rd-6th regions between poorly differentiat-
ed group and well differentiated group (P < 0.05).
As far as the expression levels of Runx3 protein
were concerned, the differences were significant
between gastric cancer group and non-neoplastic
group (0.499 + 0.106 vs 0.721 + 0.080, P < 0.01), as
well as between poorly differentiated group and
well differentiated group(0.437 + 0.053 vs 0.617 £
0.073, P < 0.01).

CONCLUSION: Methylation of the Runx3 CpG
island spreads from the most 5 region to the
transcription start site in human gastric cancer,
and the spreading is related to the differentia-
tion extent of tumor. The transcription start site
may be a critical region for the methylation of
Runx3.
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Methylation specific PCR; Western blotting
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Western blot

IBARRIES S 1 2 3 4 5 6 (mean + SD)
A S = 26) 24 23 17 16 12° 11° 0.499 +0.106"
Te7=48(n = 26) 25 22 13 12 5 3 0.721 +0.080
el St = 16) 14 14 10 9 6 7 0.507 £0.101
TMH (N = 10) 10 9 7 7 6 4 0.486+0.117
e SEHrn = 13) 13 11 10 10 7 6 0.494+0.114
R = 13) 11 12 7 6 5 5 0.504 +0.101
DEE BB Rn =17) 16 16 14°  13° 11°  10° 0.437 +0.053"
SMAHEN = 9) 8 7 3 3 1 1 0.617+0.073
UICCOHEE SRR =11) 10 1 7 6 4 6 0.531+0.126
HERA®N = 15) 14 12 10 10 8 5 0.476 +0.085

°P<0.05, °P<0.01 vs JB=4H; °P<0.05, °P<0.01 vs SKLE.
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