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Abstract

At present, studies of hepatocellular carcinoma
focus on investigating the molecular mechanism
of carcinogenesis, development, metastasis and
reccurrence and seeking biological markers
for early diagnosis and metastasis prediction
and targets for interfering therapy. In the post-
genome era, proteomics provides novel insights
into the research of hepatocellular carcinoma,
which is controlled by multi-genes and multi-
proteins. In this paper we reviewed the recent
progress in proteomic study of hepatocellular
carcinoma.
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