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Abstract

Liver-type fatty acid-binding protein (L-FABP), a
member of the genetically related cytosolic fatty
acid binding protein (FABP) family, has both simi-
lar and different function and conformation com-
pared with other family members. L-FABP, which
is mainly found in liver and small intestine, par-
ticipates in transporting fatty acids and combining
a variety of hydrophobic group and is associated
with many diseases. In recent years, the transfer
mechanism of L-FABP was attracting great atten-
tion, and the research methods were developed
from in vitro to in vivo, and from cell molecular
level to gene ablation animals. Although a part of
the mechanism has been revealed, the research
should be continued to demonstrate it in deepth
and resolve some new questions. This article aims
to review the characteristics, conformation and in
vivo study status of L-FABP.
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