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Abstract

AIM: To further investigate the mechanism
underlying the cell cycle-associated gene
expression regulated by exogeneous TGF1 in
BxPC-3 pancreatic cancer cells.

METHODS: Alterations of 24 cell cycle-associ-
ated genes were determined using a specially
designed gene chip in BxPC-3 cells treated with
2 pug/L TGEFB1 for 72 h. Those which were not
interfered were taken as controls.

RESULTS: After the intervention of 2.0 ng/L
TGFB1, of the 24 genes, three genes were found
unchanged, 3 genes (namely, p27KIP1, DMTF1
and TIEG) were up-regulated, 17 genes were
down-regulated and only one was deleted for
characterization due to an experimental error.
Many a gene was associated with the G1/S cell
cycle transition (e.g., GSPT1, ASK, CDK4, SKP2,
cyclin C), some of them were transcription fac-
tors (e.g., E2F3 and E2F5), and TRAD was a ser-
ine/threonine kinase with Dbl- and pleckstrin
homology domains.
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CONCLUSION: Tissue microarray analysis re-
vealed multiple alterations of the cell cycle-associat-
ed genes that were regulated by TGFp1. This find-
ing indicates the existence of cross-talking between
the Smad-dependent and Smad-independent path-
ways of TGFB1, which may mediate the growth-
inhibitory effect of TGF1 in pancreatic carcinoma.
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KRARERAEA
244~ 4w it B A A8
clone ID GenBank ID Unigene ID Gene Name Symbol TGF/control XA WAL B
HTBAVF04 X64838 Hs.31638 Restin (Reed-Steinberg cell-expressed RSN 0.52 CDEA%( Ff{ﬂ%
B Y% h, AR
intermediatefilament—associated protein) TGFB1%BxPC-3
ADBBJD02 D87953 Hs.75789 N—myc downstream regulated NDRG1 0.53 MR 5 o1 HE )
ADBDGC09 X17644 Hs.2707 G, to S phase transition 1 GSPT1 059 Z?f’imwd’ K
HTCATBO06 AB028069 Hs.152759 Activator of S phase kinase ASK 0.61
CBDAOEO2 782244 Hs.9482 Target of myb1 (chicken) homolog TOM1 0.63
NPCACHO06 D38550 Hs.1189 E2F transcription factor 3 E2F3 0.63
01C08 U22376 Hs.1334 V-myb avian myeloblastosis viral MYB 0.65
oncogene homolog
GLCCHDO6 U33761 Hs.334719 S—phase kinase—associated protein 2 (p45) SKP2 0.65
CBDAOEO2 782244 Hs.202833 HMOX1 0.66
0.69
GKCGDBO03 AA932233  Hs.118442 Cyclin C CCNC 0.69
ADBDCAO05 u01828 Hs.167 Microtubule—associated protein 2 MAP2 0.73
HTBATF02 M15796 Hs.78996 Proliferating cell nuclear antigen PCNA 0.73
GLCBKAO8 AB040450 Hs.279862 Cdk inhibitor p21 binding protein TOK-1 0.82
GLCDLBO1 AB011422 Hs.162189 Serine/threonine kinase with Dbl- TRAD 0.84
and pleckstrin homology domains
ADBBXB12 U37022 Hs.95577 Cyclin—dependent kinase 4 CDK4 0.88
ADBAJFO1 AF155651 Hs.152663 p21 (CDKN1A)-activated kinase 3 PAK3 0.89
NPCBSHO06 X76104 Hs.153924 Death—associated protein kinase 1 DAPK1 0.90
NPCAVF08 BE738472 Hs.2331 E2F transcription factor 5, p130—binding EZES 0.92
CBDAOE02 782244 Hs.77171 Minichromosome maintenance deficient MCM5 0.99
(S. cerevisiae) 5 (cell division cycle 46)
CBFBGBO09 S81439 Hs.82173 TGFB inducible early growth response TIEG 1.27
ADBAGHO06 AF084530  Hs.5671 Cyclin D binding Myb-like transcription factor 1 DMTF1 1.32
HTCBPEO1 AY004255  Hs.238990 Cyclin—-dependent kinase inhibitor 1B (p27, Kip1) CDKN1B  1.95
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Ao Y 0] T 9 2 R R R A R
SHE P 00 i, PR AH DGR DR e 2 7K A B 2 R AR A,
AR BEIDNAST BT #E . AEAWET, BeA]
KT B e g A0 AR Bx P C-34E A WF TN 4,
SR FOR B T T P 440 3 R R /N i g T
2 ug/L TGF-B1F7i72 h/5BxPC-341 o 41 ffd J& 3
LRI ) 5, A TR AR R A5 AR

AL BoR, TGFR1THUa ik 4 i 5
WA RFEFIH34%: p27KIP1(cyclin-dependent
kinase inhibitor 1B, CDKI 1B). DMTFI(cyclin
D binding Myb-like transcription factor 1).
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factor 3). E2F5(E2F transcription factor 5, p130-
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