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Abstract

Since tumor suppressor gene RUNX3 was found
in gastric cancer, researches have focused on the
relationship between the gene and malignancies
in digestive track, especially gastric carcinoma,
colorectal carcinoma, esophageal carcinoma and
liver carcinoma. The methylation of RUNX3
gene may correlate with the occurence of
tumors. Silence of RUNX3 gene can suppress
tumor growth, and methylated RUNX3 gene
product in serum may be a sensitive tumor
marker, which is of great significance in early
diagnosis of digestive system neoplasm.
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