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Abstract

The primary aim of this review is to introduce the
research status of metabonomics/metabolomics
and the application of metabonomics in
oncobiology research. At first, the concept of
metabonomics and the relationship between
metabonomics and tumors are elucidated
in detail. Then the research technologies of
metabonomics in oncobiology are introduced.
Finally, the latest advances in the application of
metabonomics in early diagnosis, treatment and
prognosis of tumors are summarized.
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