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Abstract

AIM: To investigate the possible association
between allelic variation of lysosome-associated
protein transmembrane 4 (LAPTM4p) and
genetic susceptibility to liver cancer.

METHODS: Genotype of LAPTM4f was de-
tected in 190 patients with liver cancer, 175
healthy adults and 190 chronic hepatitis B
(CHB) patients by special primers-based poly-
merase chain reaction. Genotypic distribution of
LAPTM4p was analyzed by y” test.

RESULTS: The allelic frequency of *1 and *2
was 68.8%, 33.3%, 73.21%, 26.8%, 75.7% and
24.29% in the of HCC, chronic hepatitis B and
healthy control groups, which was significantly
different between the HCC and healthy control
groups (y° = 6.979, P = 0.008). The risk of suf-
fering from HCC was increased 1.547-fold. The
LAPTMA4p genotypes *1*1,*2*2, and *1*2 were
37.9%, 57.9% and 4.2% in the HCC group, 50.5%,
45.3% and 4.2% in the CHB group and 56.6%,

38.3% and 5.1% in the health control group (y° =
14.854, P < 0.005).

CONCLUSION: The allele of LAPTMA4 is asso-
ciated with the genotypic susceptibility to liver
cancer.
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phism gene; Hepatitis B; Lysosome-associated pro-
tein transmembrane 4 beta
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(lysosome-associated protein transmembrane 4
beta, LAPTM4B)A I % &1 5 T 5 &bk o

Fik: R R R R ik, KA 1904 AT
JEEE. 190612 R X BE. 175614
Bk B A, 5B G e, L A ZIDNA,
K RF TG MPCRF %, ¥ 3 LAPTM4B%
—4rRFSUTRA M5 55, st =20 A B
AT AR, A M AT IR 4L L 2 PR
LAPTMA4B# A B % M fe LAt A40 X B & 49
HE S

ZR: LAPTM4BHE 1 A A £ = AWK £
W aY oA, R 1A kD AE A4 B St PR 2E 64 9T R 4 R)
R75.71%F224.29%, 1% AF£073.16%F226.84%,
BT 98 20 7 66.84%A933.45%, = A4 5 1%
KRS HRERGITFENL, EETREA
5T R B A i E (= 6.979, P =
0.008). LAPTM4B#y A B A LAPTM4B1*1
7. LAPTM4B*1/2i%4 % faL APTM4B2*2
R FERT 4P 6990 4 ) 237.9% 57.9%F=
4.2%. BAFLA50.5%. 45.3%A4.2%. &
2t B LE56.6% 38.3%F95.1%, = 4hlE = Ak
B A oA 40 B LB et R EL(y = 14.854,
P<0.005).

it AR A*12FF5 KR *2T 85 T &

www.wjgnet.com



IVED, F. BIBMEXARBIRESHERNZTH SHBZRBIMBIXFR 909
P S %1 LAPTMABERSSHIE=AMENRPIS7 % [ e SR

Y S 22

N %y 327809 BT S 4
S BB RE LA LR B B
NN LAPTM LAPTM  LAPTM4B IR S )
M RAR SRR B B oA n vomt arm omagy T BN
IR S 2 — AP 5 13
WD, S5, FE, =T, BRI, R, AR AT 1@??,“;@ 175  9(6.1)  99(66.6) 67(38.3) gg%ﬂﬁ; ??
BEORERSSESITESBMNLR. BRI SRS o HoH 190 842 966051 86uss) BT
FRRMAPEA 190  8(42)  72(37.9) 110(67.9) Y h g

2008; 16(8): 908-911
http://www.wjgnet.com/1009-3079/16/908.asp

0 55

LTI 99 # (HB V) G 18 Fe 8 e — /N 8
1) 8, ANAAHHB VIR G )G v R JE A HBV
Wi @SB R . LR Y. B
Jor 2 LT A I R, R T A A
LR DA R D G NS Y .2 3 5% N [
FEO PRk, E SBY R 509 1 B 1 e N B
o TR 0 A R B U7 o i R 1 TR T B
FEBRGZ —, M0 IE AN AR A I 1
FE R, A7 BT e A G AS R4 e S ) Y B U
s, XN er al” CA W5 W LE DUFD AT
HROEH BN JGE T 2 et A5 e
JH 41 2) v 9 06 HH 3 i A AH OG 4 2085 IR 2 1 5T
B(lysosome-associated protein transmembrane
4 beta, LAPTM4B), IXFq 4 15 £F 15 A AT
i A1 2 R AKX BARAC, A2 m A&
FER L. B D e AL T NI G (44 8q22. 111 ik
B, BTN T, 641, DNA 422245
MMEAFRR, AELAPTM4BEE — 45 5'UTR W
1) —BUFFIAEAE 22 5, 4 ALAPTM4B*1 Al
LAPTM4B*2. HILAPTM4B*1 - 45 —B19 bpi]
JPH, TILAPTM4B*2H— Bt 19 bp/ 74 B 5 K%
FHIERI38ANbp T AL . N HE b AE e 45 AN )
TE AL R 2 25 PR, IF HAT IR WAtk 1) 52
BHRZSMES MR R ENERERX, OfF
WF 50 /NL AP TM4B S A7 5 R 5848 1] g 384 n 12
PEHB VIR G ol B i T 0 7555 38w e A
IR () S B P BT S 491 %] B, R
LAPTMABZ 25 5 I S Bt 2 Ta) R AH DG k.

1 #RRT5E

1.1 A#F 2005-20074F 16 50422 B= B A B 12 14 &
RN 285, ImKIZ W2 B2005 18 1 483U 58
B ¥6 45 m (2 Wbw vtk 968 28 3 I PR 12 T AR 5
20014 v [ s Vi o JHE i o Mk 23 DA 25 i) 1
SRR IS bR e, I 5215 2 45 & AFPECE 4141
P B 2E 012 O JRUR M IR DUk M I R #5190

www.wjgnet.com

i, 9315241, 384, ~F-JERe57.5+12.8%; 18
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A7 H.
1.2 77 & SR H R B A K Ak, -5 07 db 21
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WESCHR[7]; PCRYHE4AF: 30 L MARR &
BB DNA 5 pL, dNTPs 200 pmol/L, 514/ F
W54 40.1 umol/L, Taq§1 pL, 94°C FiAsPE
180 s. 94°C 40s. 55°C 40s. 72°C 45 s, ¥ 1435
AMEIR. PCRA4% 58 : TPCR™#110 pL, H60
/LIF I TERG Bt e Lk, EBY (0, SRAMT R
SeitF 0B W CEEE I SPSS11LSAFEAT
ES IR/ TV oG/ D DA L S AR L 0K R
BN, P<0.05 K4 e it 255 L. ORFI95%CIH T
PR AL VBT IR 35 5 s PR AH DG
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2.1 LAPTM4B #4382 % &0 4 L EWPCR
P 4223 bp NI ALAPTM4B2*2, 204 bp h
LAPTM4BI* 1LY, [R5 47223 bp4kili 5204
bp4ciii HLAPTM4B*1/21 4554,

22 LAPTM4BF 1 AR5 A HA S A5k =4
WAL % 69 A LAPTMABREA M AE =4
BRI A AT M 22 5 () = 14.854, P =
0.005. ]S FH o K6 56 11 22 4L 170 1) 5 7 EL 2652 s DR
RME T 20 50 0 5 G R AL T AR 4 fh 4l b
8, LAPTM4B2*2 R oG v 2475 S, i et FE 4l
LAPTM4B*1/1 454 i vy T HA By 4, JR K
PR A 2 K T AP 4. LAPTM4B*1/2iR
G B JEUR P e 245 5 0% 4 57.9%, e Tk
RREXT IR 2138 3% T £F 4k 4145.3%(FK 1), Siit
2L BEZE AT BE My = 14.003, P = 0.000; OR
=2.257, 95% CI = 1.469-3.468; y* = 6.367, P =
0.012, OR = 1.705, 95% CI = 1.125-2.585).
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