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Abstract
AIM: To construct an iceA gene mutant strain of
Chinese H pylori.

METHODS: The iceA gene and its partial upper
and downstream flank DNA fragments were
cloned into plasmid pBluescript SK II (-). And
kanamycin resistance gene from pEGFP-N2 was
inserted into iceA gene to construct objective
plasmid pBS-iceA-kam. Then pBS-iceA-kam was
transformed into H pylori cells by electroporation

and the strains expressing kanamycin resistance
genes were selected by kanamycin agar, which
were identified by PCR and sequencing analysis.

RESULTS: The result of PCR amplified and se-
quencing analysis from the genome DNA of the
constructed mutant strain showed that kanamy-
cin resistance genes were inserted into iceA gene
successfully.

CONCLUSION: The iceA mutant strain of H pylori
isolated from China is constructed successfully.
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