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Abstract

AIM: To analyze the protein profiles of mouse-
adapted H pylori SS1 and its initial strain 10700
and to find out the proteins associated with
enhanced adhesive ability of SS1.

METHODS: Three sets of cellular proteins of SS1
and 10700 were prepared independently. The
samples were separated by two-dimensional gel
electrophoresis (2DE) technique, and the gels
were scanned and recorded as digitalized images
with high-resolution scanner. The images were
analyzed by Image Master 2D software. Spots on
gels were paired between 10700 and SS1. Differ-
ently expressed proteins in all three sets were cut
for in-gel digestion and identified by MALDI-

TOF-TOF/MS. Peptide mass fingerprints were
searched in the NCBI and Swiss-Prot database.

RESULTS: Eleven down-regulated spots pre-
sented with ten proteins. Four were related to
anti-oxidation, namely, catalase, thioredoxin
reductase, superoxide dismutase and thiore-
doxin. Five were enzymes associated with me-
tabolism, including proline peptidase, fructose-
bisphosphate aldolase, inorganic pyrophospha-
tase, 3-oxoacid CoA-transferase subunit B and
Elongation factor P. Another one was a putative
protein HPAG0942.

CONCLUSION: In the course of mouse-adapted,
H pylori strain SS1 may increase its adhesive
ability by decreasing metabolism and anti-oxi-
dative level measurably.
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1.1 ## H pylorizh) P& N # #ASS1. SS1
HIA6 TR R 1070035 R A S8 1 gl K L KA
AT 1 A% 2 BtJani O'Rourkeld 1
2B FHE EL B IE M Oxcidr= b, PiTkEE EB.
ZRWHEB. T RE. BEAITMPYE N
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10700 SS1 Protein spot TRSIREEE Accession No. pl/MW[Dal
3463 137 Catalase 5.7 gil84626117 8.7/58489.1
3467 135 Catalase 5.4 0il84626117 8.7/568489.1
3669 317 Proline peptidase 1.8 gi|108562835 5.88/40818.9
3742 398 HPAG0942/jhp0892/HP0958 3.8 gi|108563367 5.6/29515.4
3748 401 Fructose—bisphosphate aldolase 1.6 gi[15611232 5.9/33776.4
3763* 403 Thioredoxin reductase 1.6 gi[15611831 5.93/33411.8
3899 538 Elongation factor P 1.8 gi|18075740 5.43/20388.5
3911 541 3-oxoacid CoA-transferase subunit B 1.8 gi[2370065 5.42/22243,5
3917 547 Superoxide dismutase 1.8 gi[54111600 6.19/24458.2
3996 625 Inorganic pyrophosphatase 1.6 gi[156384250 4.99/19228.8
4178 783 Thioredoxin 1.5 gi[15611830 5.16/11847.1
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