R EARMLRL®
wcjd@wijgnet.com

K

R A SHLAYRS 2009578 188; 17(20): 2112-2116
ISSN 1009-3079 CN 14-1260/R

& Jk 2.5 CLINICAL PRACTICE

mMiRNATEHBV M B 22 B BT 4L B FHE i IR h R IAE R

T

Ok, 1 4, BRI, HEW, 244, TEW

| L )

N RNA(micro
RNA, miRNA)
2 — k%22 nt
Ko 09 dE g AL B
#RNAS T, 4o
Ml ek
B mRNA # 25 4
IR A
mRNAF & & 49
F . JREL
2. 2 40 R SR
(HCO)Y¥, %A
miRNA# 7% %
*CHIER AL
T HF S 8 Tk
WAt TR
B % X % %A &
B H 5HBV A §
Zyta%, /2HBV
B g — BT A AL —
iR A
miRNA & & F 46
HIHF A

W@ 5 RE
BAG, B IR,
PR RF
L E SRR
TEFZHHE,; L
W EAEEF,
hEHIZE RS
&#

O¥kR, BRI, ELE, P HRRFRGE S RIED
Fo BRI RR MR B s Ak g KX 430022

OgkF, LA LERE TR CER LA EEELT 271000

iR, e PHEKRFRFEFEREWNE RS #dt
BRI 430022

HBLHH, £PHBEKFRFEF MG ERELAF
e g KT 430022

FEM, & FHE K F R G E SRS E RSN
7 s HA R KT 430022

T B RAFEALXHA A, No. 30672067, No. 30700190
HE MR LM FAT LF N AL KRB, No. NCET
—07-0318

1EE RIS DL SHEN X AESTIYE,; NERHS
K. Bk FRDEEEEEST, ARSEhEXkESES
BEIRIETEAN; ARPTARFNIFI RO TEDBSIRESERXR
#, BIEOMBEXKLSESIHTW, MEXSIEBEKE. 5
W SRR e

BIRAEE: B, 430022, MPICATINHRRIAE1277S, Hh
RS @7 E =M B DRI ST AR,
yanglian2003@163.com

E83%: 027-85351623

RS EEE: 2009-05-12 {B[OEHA: 2009-06-16

BZHE: 2009-06-23 AL HhREE: 2009-07-18

Differential expression
profile of microRNAs in the
different stages of hepatitis
B virus infection-related
hepatocarcinogenesis

Zhao-Long Ma, Lian Yang, Li-Bo Chen,
Jin-Ming Huang, Dong-Dong Wang, Guo-Bin Wang

Zhao-Long Ma, Li-Bo Chen, Dong-Dong Wang, Hepa-
tobiliary Surgery Center, Union Hospital, Tongji Medical
College, Huazhong University of Science and Technology,
‘Wuhan 430022, Hubei Province, China

Zhao-Long Ma, Taian Central Hospital, Taian 271000,
Shandong Province, China

Lian Yang, Department of Radiology, Union Hospital,
Tongji Medical College, Huazhong University of Science
and Technology, Wuhan 430022, Hubei Province, China
Jin-Ming Huang, Department of Gastroenterology, Union
Hospital, Tongji Medical College, Huazhong University of
Science and Technology, Wuhan 430022, Hubei Province,
China

Guo-Bin Wang, Laparoscopic Surgical Treatment Center,
Union Hospital, Tongji Medical College, Huazhong Uni-
versity of Science and Technology, Wuhan 430022, Hubei
Province, China

Supported by: National Natural Science Foundation of
China, Nos. 30672067 and 30700190; the Program for New
Century Excellent Talents in University, No. NCET-07-318
Correspondence to: Lian Yang, Department of Radiology,
Union Hospital, Tongji Medical College, Huazhong Univer-
sity of Science and Technology, 1277 Jiefang Avenue, Wuhan

430022, Hubei Province, China. libo_chen@hotmail.com
Received: 2009-05-12 Revised: 2009-06-16
Accepted: 2009-06-23 Published online: 2009-07-18

Abstract

AIM: To investigate the differential expression
profile of microRNAs in the different stages
of hepatitis B virus (HBV) infection-related
hepatocarcinogenesis.

METHODS: MicroRNA microarray was used to
detect the differential expression profile of mi-
croRNAs in the liver tissue taken from healthy
controls as well as patients with HBV-induced
cirrhosis or HBV-related hepatocellular carcino-
ma. Real-time quantitative PCR was performed
to verify the differential expression of candidate
microRNAs obtained from microarray experi-
ment.

RESULTS: Compared with normal liver tissue,
six microRNAs (hsa-miR-602, hsa-miR-129-5p,
has-miR-210, hsa-miR-671-5p, hsa-miR-30b*, and
hsa-miR-572) were upregulated more than two-
fold, and eight microRNAs (hsa-miR-143, hsa-
miR-199a-5p, has-miR-195, hsa-miR-27a, hsa-
miR-99a, hsa-miR-519¢, has-miR -130a and hsa-
miR-597) were downregulated in the liver tissue
taken from patients with HBV-induced cirrhosis
or HBV-related hepatocellular carcinoma.
Though these identified microRNAs showed sig-
nificant differential expression between normal
liver tissue and HBV-related hepatocellular car-
cinoma tissue and cirrhotic tissue, they exhibited
no significant differential expression between
HBV-related hepatocellular carcinoma tissue
and cirrhotic tissue.

CONCLUSION: HBV-related hepatocarcinogen-
esis is associated with the change in the expres-
sion profile of microRNAs.

Key Words: MicroRNA microarray; MicroRNA; Hepa-
titis B virus; HBV-related hepatocellular carcinoma
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