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Abstract

AIM: To investigate the association
between NFkB1 -94ins/delATTG promoter
polymorphism and ulcerative colitis in Chinese
Han population of Hubei Province.

METHODS: The NFkB1-94ins/delATTG pro-
moter polymorphism was genotyped in 73 un-
related Chinese patients with ulcerative colitis
and 121 healthy controls using polymerase chain
reaction-based restriction fragment length poly-
morphism (PCR-RFLP). The correlation of allele
and genotype frequencies for this locus with the
clinical subtypes of ulcerative colitis was ana-
lyzed. The results were compared with those ob-
tained in a previous study of Italian population.

RESULTS: No significant differences were
found in genotype and allele frequencies of the

NFkB1-94ins/delATTG promoter polymor-
phism between patients with ulcerative colitis
and healthy controls. There was no significant
correlation between allele and genotype fre-
quencies for this locus and the clinical subtypes
of ulcerative colitis (P > 0.05). However, the gen-
otypes (x° = 13.155, P < 0.05) and allele frequen-
cies (OR = 0.566, 95%Cl: 0.413-0.774, P < 0.01) for
this locus were significantly different between
the Chinese and Italian populations.

CONCLUSION: No association between NFkB1
-94ins/delATTG promoter polymorphism and
ulcerative colitis is found in Chinese Han popu-
lation of Hubei Province.
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