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Abstract

AIM: To investigate the distribution of
CCR5-A32 polymorphism in Han nationality, Yi
and Yao minorities of Guizhou and analyze the
association between CCR5-A32 polymorphism
and HBV infection.

METHODS: Blood samples were taken from 92
Chinese Yi ethic individuals in Qianxi, 101 Chi-
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nese Yi ethic individuals in Weining, 138 Chinese
Yao ethic individuals in Libo and 165 Chinese
Han ethic individuals in Bijie. The coding region
of the CCR5 gene was amplified by PCR and re-
solved by agarose gel electrophoresis to analyze
the polymorphism of CCR5-A32. DNA sequenc-
ing was performed to verify the above results.

RESULTS: The 32-base pair deletion allele in
the CCR5 gene was not found in all 496 samples.
DNA sequencing verified that no CCR5-A32 al-
lele was detected in all samples.

CONCLUSION: No CCR5-A32 allele is detected
in this study in special population of Guizhou
Province though the distribution of CCR5-A32
allele has geographical and ethnic differences.
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Resident minority; Hepatitis B virus; Infection
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ZIUHT 4899 75 (hepatitis B virus, HBV){E 4 —FhE
12 ZBVERE I 2, A AN LR S R, T2 th
HEB PR RGN BRI T 1R 5 v
92 Js AR S R LA i DAL 1 DA 3 1 A E
SR BRI AN s . A IR AR X 4 T
FTE A PR DA 1, A SR 1 40 P 31 S RE T
A7, P15 T M A & A i Rl 177 A, DALk f DA
TAE SR G ke T A, Tk LA T
el B A I 1 32 AR 45 G AR s RS i S
T, Ak 140 e K - 52 /4 5(chemokine receptor,
CCRS) &b g s 5~ 2 A1) —Fh. SEHBV
TR IR P S T DR F R T A0 i s N, T 4k A TR
TEHBVIE LI 22 B AR N K AECCRS MG R, T
A0 F N3 n g, T HABAT B0 IRCCR5A325%
Fr LR 2 25 SHB VIR QY UIAH G, ABEF00 51
MG BEG LA S DURCCRSA32GE LN 2 35
PR AT REAT 704, FERHZ AR 2SS
HBVIFRIRPEATHI AR .

1 #RIR755A

1.1 A4 JEETT N HE a2 55 e o A P 1 B
B AR N T B BYVESRIA . A BRI AN
YRR NI, FEAR R 49643, BTk AT 505
SR IEANE LS, 9 kR JE H 22K R, 4F
#£25-60%, 3t HL.il it . BEIr K% G,
TE LTI 98 R T B sl AR e ) S, R
HUSZ ARG G i ik i, 250, SR FHELIS ARG 2,77
JF 4 i bR 4, BIR PR HBsAg) KIHPL
R#i-HBs). ePili(HBeAg). ePifk(Hi-HBe)LA
KAZ PR PT-HBe). RFE i sob kg
P EARAT R 7 AR, e B TR, S
Bio-tecEL X800 {3 K| W7 45 AL, M Ha 45 I 25

H T FEAR NG O Rl 2, KrHBsAg.
Pi-HBs LA K& Hi-HB e, AT —I5 S 44 2 ) W7k Jek
Yo, A5 WA AR el AR R B ok ik
9247, MR 3 Ty, ARG S5 BT HE
1014, b g a1 534y, AR 214814y 7k
PEWR13847, Hoh Y1801y, ARIKYLLA 581, HE
TR 1654r, HA YA 1304, FEIEG 3500,
SR 30047, ARG L1960

CCR5A32 Li55'AGGTCTTCATTACACCTGCAGCS' 169(#p4HY)
T35 CTTCTCATTTCGACACCGAAGCS' 137(RZ5HY)
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B 1 CCR5A32 PCRY IEF=4PERMKRE. 17k A EF LA,
169 bp.

1.2 7k

1.2.1 DNA# & BRFEA LS IGEH K 1200 pL,
FACRAR A BUDNAFREA F-4#% 17 T--80 CUKAA.
1.2.2 PCR3| #8933t 5 &% R4 GenBank#id
I NFECCR5 DNAFHI(NCBIF41"5: U95626),
Z WO DG SR [3 1 EL T BEC CRSA324 s 514
JPA, 519 LA T4 . PCRA“#)169 bp(tEF
AT FI137 bp(5€42 L, CCR5A32)(#1).

1.2.3 PCREEAR & KIVAAZR 710X PCR Buffer
2.5 uL, 25 mmol/L MgCl, 2.0 uL, 2.5 mol/L dNTPs 2.0
uL, 10.0 pmol/L ¥ T [4)50.5 uL, Tag DNA
RABHOH)(S U/uL)0.4 pL, FAKDNA(100 ng/pL)1
ul, DIZKHMEARAZR2S pl. WA RNAR R, 2
L5 EWL, PCRIGFRASAFUNT: $AEPE95°C 5 min,
AFM95°C 30's, 1Bk 55.3°C 30's, 1E(H172°C 305, fFHF
309K, LAIEN 72°C 7 min, B T4 CIRAE. PCRIY
1E 3% E ABIA A (JAPE A 7])9700744 M4 |58 k.
1.2.4 PCRY™ 38 /= 4y 6 A7 £22.0% B IR IS FL UK,
FEUVPEHR G BEAIIER S5, oAl L
A= 71/132 bp, ZPCRY 1Y f5 7E2.0% 1 B Ik
Rk bR oK, B AR 21169 bp, 53AZ 1137 bp.

2 #R

2.1 CCRS5 PCR¥ 3¢ =4 Ll PCREF LY 18,
IR BRI FL VK G, 4960 FEA Y A K I 58 A8
HMiZRE 7K.

2.2 CCR5 PCR¥ ¥ i Bl 3ok BEHLILFRFEA
DY, 60 UE R AR 356 DR 7 (g A 25 R R IR B 2-3 /M A
ATEAT M. MF 455K Srs333 56 A0[RI (K12).
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