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Abstract

AIM: To investigate the impact of targeting
protein for Xklp2-speicific siRNA on TPX2
expression and cell proliferation in human
esophageal carcinoma EC9706 cells.

METHODS: TPX2-specific siRNA was in-
troduced into EC9706 cells by lipofectamine
2000-mediated transfection. After 24, 48, 72 and
96 hours of transfection, the expression levels of
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TPX2 mRNA and protein were determined by
reverse transcription polymerase chain reaction
(RT-PCR) and Western blot, respectively, and
cell proliferation was detected by methyl thiazo-
lyl tetrazolium (MTT) assay.

RESULTS: After siRNA transfection, RT-PCR
and Western blot assays showed that there was
a significant decrease in EC9706 mRNA and
protein levels. The lowest expression levels of
TPX2 mRNA and protein were detected 72 h af-
ter transfection (0.31 = 0.08 and 0.39 £ 0.12 rela-
tive to blank control, respectively; both P < 0.05).
MITT assay indicated that cell proliferation was
restrained remarkably, and the growth inhibi-
tion rate was 35.4% relative to blank control (P <
0.05).

CONCLUSION: TPX2-specific siRNA can ef-
fectively downregulate TPX2 expression and
inhibit cell proliferation in EC9706 cells.

Key Words: Targeting protein for Xklp2; Small in-
terfering RNA; Esophageal carcinoma; EC9706 cell
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