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' no ’ Abstract R E
832002 AIM: To evaluate the association between the
: : genetic polymorphisms (Tap2379/Tap2665) of the .
835000 transporter associated with antigen processing 2 ,
" 830002 (TAP2) gene and esophageal cancer (EC) in Kazakh
» No. 30660161 ©75 ), No. population in Xinjiang Uygur Autonomous Region. (C677T).
2005CCA03700 P4502E1
2006 , No. 206167 METHODS: A case-control study was conducted  (CYP2E1)
2007 C?32136 804 » No. using 165 EC patients and 33.0 control patients
; : who were e?doscoplcally diagnosed as non- LMP2/LMP7
; esophageal diseases. Tap2379/Tap2665 genotypes  ,51637
TAP2 ’ were detected by polymerase chain reaction- HLA-DR9
, , 832602, ,  restriction fragment length polymorphism (PCR-
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RFLP). A conditional logistic regression model
was used for data analysis.

RESULTS: Tap2379 genotype frequencies were sig-
nificantly different between EC patients and control
ones (y° = 5.295, P < 0.05, OR = 1.750). Multivariate
conditional logistic regression analysis showed that
history of esophageal or stomach diseases and fam-
ily history of esophageal cancer were significantly
different between EC patients and control ones (=
4.797 and 24.803; P < 0.05 and 0.01; and OR = 2.160
and 3.638, respectively). Individuals with Tap2379
A/A or A/G genotype had a 1.673-fold (95%CI =
1.115-5.511) increased risk for developing EC com-
pared with those with Tap2379G/G genotype after
excluding potential confounding factors such as
age, sex, history of esophageal or stomach disease
and family history of esophageal cancer.

CONCLUSION: Tap2379 genetic polymor-
phisms, history of esophageal or stomach dis-
eases and family history of esophageal cancer
are important risk factors for EC.

Key Words: Kazakh population; Esophageal Cancer;
Tap2379; Tap2665; Case-control study
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Qﬁéﬁiﬂ ( ) T WA 6 5 5 T p2 3 DR 45 25 M S ME BF 5 K W,
RO B S, hy R R I A e R 95 R L
g 12 ’ W, ATE A B TR 22 i S0 6 B R F 4
165, 330 ( A BE SRR R, i TS
HLA. DR ) ’ P ATy LT i
Liwrs  (PCRRFLP)  tap2379 ap2665 | HRAIDA ) ‘
PCRSSP 42 Logistic 1.1 2005-03/2009-08 7 7§k s 15 Ik S 4
HE X 75 7 P 5 2 I S WA 5 3 W £ 5 T
- 258 Tap2379 16501, 3300 X IR 340 KV T — i
HLA DRBI ) 5
7 (00=5.295, P05, e 1 yip i gl R S, MRV TR
s, OB = 1730); L%mw2 : R DK I RE, AT bR 26 41 U B
PRE10%O! (o = 4797, OR = 2.160; = 24803, OR — ¥ VL HAFER. IR (F: R,
3.638, P<0.05 0.01); . . PR TR ZEAEILES S . EAER— X, 55
. {51 RIS T 440 4 2B A s (R 45 SR 14T M
, Tap2379 A/A  A/G PR AT MG A, WA () — ki
G/IG 1673 (95%CI i 4Ry, PERI. WSHRRWLEGHE 225 hi: Q)M
= L115-5.511). fro RIS AR S, O . R
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AT e EE S T SR % R (W ) A2 e )
R R, MR R R S BRI )
JHCGPIAH IR, HAX 6 B AR A RE PR Y F AR DY &
HRRIL S B(C677T) 4l (1. 32 PA5S02E1(CYP2E])
ZAMAAAAZ HAE Y, G ORI LM P2/
LMP7%:3E M 2 41 K HL A-DROBH #5535 515
W B A AEAH DCHE RS P I T G iz
fA(transporter of antigen processing, Tap) &+
FH LA BN R A R (major histocompatibility
complex, MHC)- I FRAHIE Gt i B i A2 g —
PSS+, FEMHC- 1 2890 7 1 G S i 3 T
Tk T EERE, Tap A 24N, L
2 A PER 0 3 IR B HE Y, T Tap2 kK
(1) ERAN G PR DA Al P 8 3 SO 70 S I ) iz ¢
FIE P R KA, Tap2 3L K 2 A 15w 3l
i LS S IR 1 R A A P Tap2379
7 S A TR T e DU €T 1 f e I 3=,

oK B KRB AL ABK
o AR Freoe s G MR
PR M BT R SR . A 5k PCR
(1B EBiometrazs @); EOHL(EE Thermo2y
), EEAMIE G EE A (AL B AT A A D),
DI LA TR A W), PCRY HAF: — R
Tl [ 40 1% 7 2 (ANTP), Taq, 10 X PCR Buffer
MMsp 1 WHIEG(CRIZE R EWAT]), Bstu 1 W)
i (Fermentas 2 1)).

1.2 0 9] R OnT YY) EOHT 4 I
-80 CARIML PR A7 £ H . JEDIZH DN A$E R H ) -
- LV A R DN A 281% 58 i
B I FEL UK 36 AIE. PCRY™ I BT (I 1K1 5 | 41 2 1R
CHR[12], Tap2379: F S’GCCCGTGCCTTGTAC
CTGCGC3' RS'ACCCCCAAGTGGAGCACS,
J£212 bp; Tap2665F5'-GGTGATTGCTC
ACAGGCTGCCG-3', R5'-CACAGCTCTAG
GGAAACTC-3', 3227 bp. W W AKFH25 uL,
JERZ4IDNA2 uL, 514)(25 pmol/puL)%0.8 uL,
dNTP2.0 pL. Taqi(2.5 U/uL)0.4 pL, 10X PCR
Buffer(£iMg*)2.5 uL. PCRY" 441 Jy: 94°C il
AZPES min, 94°C, 45 s. 56°C, 45 s. 72°C, 45 s,
IL35AMIEER, 55 72°C 4E{H 10 min. Tap2379 PCR
FEYIBsra 1 YRR, Tap2 665 PCR7=4)
Msp 1 WYIEERGY), ¥937°C/K#v12 h. B§D) =)
LI B 46 5 3%t bt vt Fse P ik 468 o L D Y,
FIDNA Marker [ (100-600 bp){f: k2 i, Tap2379
FER 33 F0: G/IG. G/A. AJA, A BEK S )
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R 1 Tap2379ERZSH SIEREEENXR

R 2 Tap2665ERZSH SIEHREEENXR

FRBILRE MIRBERZME A

TRPILEE MREBERZIE A

B2 ++ +- == St FREA s ++ — __ Sit

+ 4 26 38 68 + 10 36 22 68

- 10 45 42 97 - 15 43 39 97
14 71 80 165 25 79 61 165

x*=5.295, g = 1, P<0.05.

x*=0.130, g = 1, P>0.05.

*® 3 IBHREEENSZERF LogisticDIDH

ROPRY WER B

PE OR(95%Cl)

( = ) 0770 0.352 4.797
( =) 1.291 0.259 24.803
Tap2379( =GIG ) 0.515  0.207 6.185

0.029  2.160(1.804-4.304)
0.000  3.638(2.188-6.047)
0.013  1.673(1.115-5.511)

J3193+20 bp. 213+193+20 bp. 213 bp; Tap2665
FEIF 53R A/AL A/G. G/G, FrBEK 251
}227 bp. 227+207+20 bp. 207+20 bp.

{ii FHEpidata 7 83 e, % H
SPSS13.04 TR AFHEAT 00T, LAT & 200t 9 )y
Kr% . PIHJZOR 95%CHifi i tap2665 K tap23795%E
D] 22 285 P A0 90 181 FKT AL TP 1 23 A 22 e, 2T
FLogistic/HEAT R B30, 10 2000 Bk
KR J ) o s

n, I HIEME: E(ny) = (ny+n,)/3, n, /5 %:
Var(ny) = 2(ny+n,)/9, n, (IR AE: B(n,) = 2(n;,+n3)/3,
n, /)5 25 Var(n,) = 2(n1+n3)/9, % = [n,-E(ny)+n,-
E(n,)]"/[Var(n,)+Var(n,)], OR = (n,+2n,)/(2ns+n,).

2 £R
2.1 BTG AR, S EmA165

foil, Ferh 5510749, L58%1; *tHEZH33041, 5
21441, 11681, 240 2= RELE 247 X (= 0.000,
P = 1.000); Ji ol 241 4F-14335.33-80.20(°F 34 58.425
+9.681)%, X He 4 4F1%5833.58-80.40(°F1558.715
+9.432)%, 2 =R LG H2EE N = 0320, P =
0.749). JRAFI LRI BRZH PRSI AR08 o0 A1 Y .

2.2 Hardy Weinberg kI N
Tap2379F1Tap2665K: K B 4% & 75 F|Hardy
Weinbergist {5147, K4 [ ZH Tap23 7955 DA A At
FMEE SN EE AT IR, ZREgIH R
X' =4.771, g =2, P>0.05), Kt 2 Tap2665
HE R R R W SR S IR AT L, =
TG m Xy = 5.672, g = 2, P>0.05), #itH]
Tap2379 1 Tap2665 %L DA Y A4 35 B ikt AL 11,
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2.3 Tap2379

FK1PTR, PLTap2379R A 744 RU(G/A) IR AR
ali G R(A/A) Bk R, L “+7 ROR; Tap2379%F
UG I(G/G) N AEREE, L “-” oo 1121
XF, B FAT3H, IARE], 24X B, =38
TGO NI REAL A -y ey s
Ay ey e 210 2T HEREIA R T R Ky
= 5.295, P<0.05, A g X, HORME N
1.570(95%CI: 1.069-2.303).

2.4 Tap2665 x
2/17R, LATap2665 R4 H4 BI(A/G) MR A4 &
H(G/G) M 25, Lh “+7 IR, Tap2665HF A 4045
RU(A/A) AR RE, DL “-7 FoR. B w4l
X B4 Tap2665HE K R /AR 221 © 20X} 8 k)
(KR T, «° = 0.130, P>0.05, 2R ICG T F i
X, HORTEH }11.096(95%CI: 0.667-1.801).

2.5 Logistic K
WEFONAERE . PR ROE . o M 55 ) ik TR
Fe R Z R 73T TR TR, A — b4l n]
REIFIE AL . SR G 1) A VR A= R 38 R4,
A DR ) B EUE O S B R R
R R R 25 A0 AT R U Tap23 7956 K 2 26
PEBIANZ IR E 4 Logistic R, Fl &0k
HEAT )M, g5 o A 658 5O B S A4
SR 10 U A2 TG0 S 1112.160£%(95%C1 =
1.804-4.304); 13 B899 S5 S A A SR BT e 11
U TE 505 2 13638415 (95%CT = 2.188-6.047);
RS T B O B S L 1 S S
L, Tap2379RZA/ATY K A/GTY 1) S 9

Tap2

Tap2
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. @ 7R

A S G/GHE 1.6 7365 (95%CI = 1.115-5.511).

3 111E
Taps&—FJE T-ATPZ; & W KR s A,
H1 Tap 1 M1 Tap2 P4V FRA 20 i, JF DL 2RAKH)
TR AEAEH. Tap2 & K 2 251 5 2 Rl g
(KR AEARSG, HIL S DUR BB ArEA e,
AT F FHPCR-RFLPH; A 43 5 %1651
W T B 7 90 995 191 55 3 30451 % B PR (K Tap 2 35 [
ZAMEMATRN, 45 340N, G R,
Tap23794bG— A A8 J2 IE I £ 5 9 1 fa
ZE(y® = 5.295, P<0.05), 244 H(G/A) L 548
T (A/A)EL BT AT (G/G) RERE 1 Ak 25 AL
1.5704(95%C1: 1.069-2.303): Tap2665 A % I A
AR (7 = 0.130, P>0.05). st RITT fig & Jilosd
S0 MAE 5 1 AR B R, O SRARAE T g AT
— ZR A G 5 SRR 1) AR HU AR S22 28 48 11 2
i JEOMHC- T 2850 7 BRI PE P 5 As
BEAT PRk 2 IR PEDUR (M PR e
BEPL A5 )R G2 TR G ok 1) 2 L
— ML, B BRI CRE I (TAP) I
T BEIRTT. Tap23794k X Tap26654b47
T2 2 78 NE: Tap23 7917 EG—~ A2 2
P, 2 AN T EUR Y Y Tap2 8 (1 5537907 214
T HIGTAE N ATA, AHIY 153 3 5L i 251
FR(Val)As by e & R (1le). Tap26654bfF{EA—~G
M2, %25 SR IE M Tap2 4 155665
72 T HACAEHAGCA, FHN I T B I
1% tH 75 2 R (Thr) 22 N2 R (A la), X 2 &1
FEIE 5 NG A7 AE. PUR S, s Pl
fEPUR R M (APC)N 52 R4 & R & EN
il 54 )(LMP2/7/10. PA28)/K i hi K & 418-10
ANEIERR KB, AIE K/NIPUE IR & R TAP
JHLJ 0 PR R 25 R, % BE G AT PALRE, 7F
P 254 IS TAP L B AT PR 42380, ATP/K it
TR RE AR AT TAP — JRARZE 1) A 5 1% s 3
TETF TR, ) P e st R i R 2 A7 T P Joi Y
frs WU, fEtapasin. calnexin. calreticulinff] /]
YER R 55 P95 9 o T & il 4 6 e B M H C- T
o/ B2mar T LRGSR g, AR 2N
MHC- | JUsIkE &Y. Lkt Rkis TAPC
FeTH, BECDS™ TN ML A MM 5 S fo 9 3 2
Tapk P[RR 2 85 1] fig 2 B Tap ik T FEEk
ThAeksfs, M Tap P RERRF BRI N FEHCK 5
JHIRE PSR AN BE Wl A R 5 02, AT Ao T R 3k 3

G WAL,

A RAEE RS ol EAEH . &
ARSI NN =3 g S S S
fit A4 R Tap237967 A/AT K2 A/GRL Ak
ST ) XU £ G/GTL I 1.67345(95%C1 =
1.115-5.511), @& X Bl B — AP EDE.
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