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Abstract

Colorectal cancer is one of the most common
malignant tumors in China. Its morbidity and
mortality are increasing year by year. The
emergence of proteomics has pushed colorectal
cancer research forward. In this article, we will
review the application of proteomics in the study
of the diagnosis, pathogenesis and treatment of
colorectal cancer.
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A5 N-methyltransferase, NNMT) ) & R e K b W kak, H5 s M
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