WREARILEL

wcjd@wijgnet.com

K

2009 11 28 ;17(33): 3446-3450
ISSN 1009-3079 CN 14-1260/R

CLINICAL PRACTICE

LS EEFANMLHIFAINMSH2ETEALARHRIEZR

==
=]
10
g3, . A
" ¥4 %4 g, , by gastroscopic biopsy, and 10 as chronic atro-
DNA s 266003 phic gastritis) were collected. The expression of
266003 hMLH1 and hMSH?2 proteins in these specimens
’ 1 'gz_ L . was detected by Western blot.
MMR i ; i} _ RESULTS: The positive rate of hMSH2 expres-
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, , 2009-11-09 $2009-11-28 £ 0.10, respectively; both P < 0.01). The positive
9 rate of hMLH1 expression in cancer tissue was
MMR | Significance of mismatch s'1gn1f1cantly longr than thosg in cancer-adjacent
MutS repair aenes hMLH1 and tissue and gastritis mucosa tissue (0.22 + 0.06 vs
pairg bl ] 0.28 + 0.07, 0.26 £ 0.06, both P < 0.01). The posi-
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hMSHS, cancer were not correlated with various clinicopatho-
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Abstract

AIM: To investigate the role of mismatch
repair genes human mutL homolog 1 (hMLH1)
and human mutL homolog 2 (hMSH2) in the
carcinogenesis of gastric cancer.

METHODS: A total of 40 gastric cancer patients
who underwent surgical resection at our hospi-
tal were included in the study, of which 33 were
pathologically diagnosed as adenocarcinoma,
and 7 as mucinous adenocarcinoma. All the
patients did not underwent preoperative chemo-
therapy or immunotherapy. The gastric cancer
specimens, matched cancer-adjacent tissue speci-
mens, and 20 chronic gastritis mucosa specimens
(10 diagnosed as chronic superficial gastritis

CONCLUSION: High hMSH2 expression and
low hMLH1 expression may be potential mark-
ers for prediction of the development of gastric
cancer.
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1.2.1 B E AL oAl
E RAZI100 mg i A200 nLZ4i# (50
mmol/L Tris-HCI, pH8.0; 1 mmol/L EDTA, pHS.0;
5 mmol/L DTT; 2% SDS), ¥ vK I I ff B Heiff = 21
28, FFIMNE R A (S R 100 EL
BeshD IR ALZUR R, 13 000 r/minf 0015 min,
WCHR 25 2 11613 . BCAVENI 5 25 R
1.2.2 Western blot: {50 ug& 17£10% SDS-
PAGEJZ 12100 V{E s 13K 73 292 h, # % 22 PVDF
JE b 1% 0 B e 9k S P2 b, — BB AT
e 5B AZ4CiF EId R, GAPDHAE N 2.
HUHETTBSYE4IR X 10 min, 5 B4R 41k
Yl bRiC ) BT 2 h, TTBSYE3K X 10
min. 55 HEPVDFIEHECL K G 78 41 %
JEAEFT min, PREEPGE G, H 13 min.
B Kok mEMELE R
1.2.3 : W HBIO-R AD P4 43 B A%t
Western blotA¥A2 4c 15 AT % $14, LAhMSH2
JhMLH14 5 K EAH 5 GAPDHA 5 K AE L
i F R &AL PhMSH2 S2hMLH1 ) 26 15 K F
(IR AR O 45 5 P A S TR B IR T AR, 0 1
Xof AT 25 BEAE R 0).
FISPSSTLSG IR AR AR I EL
AT TT KT

2 BR

2.1 . hMSH2

hM SH2 4 I 7 10471 e 11 B R Rl 41 21041
Gk, RFIEHEN100%, 1042451 &
R R A0 R KB, REIEFA40%. B
hMSH2 £ [ A B {2 = TR o5 41(F = 8.798, P =
0.004), BIEAl5HE KA L BhMSH2E 1R 1E 1
BWZ(F = 33.969, P<0.01), o541 5 H K41
B FENE G L(F = 28.590, P<0.01), BAk
gE R L1, A4 bR A Western bloths il &5 5
LT
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hMLH1 hMSH2

; hMSH2

hMLH1

EBBYRIA (mean = SD)

BrEA F2554A

I Rt

hMSH2 0.28+ 0.09° 0.23+ 0.07 0.11+ 0.10 0
hMLH1 0.22+ 0.06° 0.26% 0.06 0.25+ 0.08 0.30% 0.05

°P<0.01 vs

kDa

hMSH2 100

hMLH1 85

GAPDH 36

B 1 Western blott&MZRDFRANMSH2, hMLH1EKGAPDH
EQRE.

+ 2 hMSH2RhMLHIEBBREA S B E IGRRIERRHEZBEVEM (mean + SD)

RIEBIRFIE n hMSH2EBBRIA AB PE hMLHIZEBFRIA AE PE
()

< 50 28 0.28+ 0.10 0.324 0.573 0.21+ 0.06 1.275 0.266

>50 12 0.30+ 0.10 0.24+ 0.07
25 0.28+ 0.11 0.021 0.886 0.22+ 0.06 0.199 0.658

15 0.28+ 0.05 0.22+ 0.07
25 0.29+ 0.08 0.034 0.856 0.22+ 0.07 0.046 0.831

15 0.28+ 0.10 0.22+ 0.06

(cm)

<5 23 0.30+ 0.07 2.086 0.157 0.23+ 0.06 1.595 0.214

>5 17 0.26% 0.10 0.20+ 0.07
33 0.29+ 0.09 0.417 0.522 0.22+ 0.06 0.044 0.835

7 0.26% 0.11 0.21+ 0.07
0.32+ 0.08 0.504 0.465 0.21+ 0.06 0.975 0.415

0.27+ 0.05 0.20+ 0.06

14 0.27+ 0.09 0.24+ 0.05

11 0.28+ 0.12 0.21+ 0.07
29 0.28+ 0.10 0.545 0.465 0.21+ 0.06 2.231 0.144

11 0.30+ 0.08 0.24+ 0.06
9 0.27+ 0.05 0.141 0.709 0.21+ 0.07 0.529 0.472

31 0.29+ 0.10 0.22+ 0.06
H pylori
- 26 0.28+ 0.10 0.459 0.502 0.22+ 0.07 0.017 0.897
+ 14 0.27+ 0.06 0.22+ 0.06
A A S g 55 A 2 P hMLHLAR (A A 2215 0 hMSH2 ZhMLH1%E [ KA 7E

T B ALZUF = 9.798, 9.056, P = 0.003); H %
5 S A R ZE TS24 U(F = 1.244, P
= 0.281); HRAIPERERES RS EFgEE R
ARG 2 X (F =2.885, P =0.107), HAk
SE R WA, TR 41k A Western blothr il 45
LT

2.3 hMSH2 hMLHI

ME AR A R MR AL R R
AN BRIEREE . AR AR W
CLEE B S IR 23 IS5 LA, 22 5w 38 T W3 1k
(P>0.05, £2).
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WK AW E IR I, B DN IR AN AR
PEJE N g E 2 00 B8R A 1o B v g L () BR
N, RS  IF R AR A K B0 e DR R A R
DRI PRy 5 A, 5k DR 2 1) R A T v B8 DR L 11
DNAS i, AR 1) % i D5 35 #4873 il
DNA#H{ ;. MMRAEME DN A il ik 74 o (1 4
TR R L AR DR R T A
FAE Y, 4l IEDN AL A 6 BT A 1A R,
IMMR A8 5 DN A2 B 7™ 5 453477 40 i (1 2 )7
PEVET:. DNAKSHCAE 52 JE DRI B v] 3504 i 548
ARG I Y )l 5848 14 B (mutato phenotype),
TX L GEAR - 3 T (R A7 A AT A HE D S A (R A
WOk, R, P BN & 4. hMSH2FIhMLH1
e ST RIS LI, 5 IR o0 R
1% hMSH2#E 1 5hMSH6. hMSH3%E (143 %
T — B ARhMutS-a fThMutS-B, 7] - 545 Al
P, JESEELA R4 BB RE A Y). hPMS2
HAMEERB N W B 5DNAS & 135,
FMhMLHI1% A hMutL-o 384k, 54545 %)
DNA%E | f{ThMutSTE Bl —Fh 8 I P 1 24590, A
I A SR e 2.

B RAER—ANZHE . 2B MIELL
R B REFEgEE K. o ERAE
USRI L S5 e R e o B ARFRUR I,
hM SH28 17 9 v (1) 3R 08 8 3 19 5% Fi S
REEP<0.01), J# 5542 hMSH2 [ R IE R E 4
W] WG 2 (P<0.01), FEFRENEE R L7 240
PET 2 BBk, 1 B 9 0 6 1 1 5 v
AFThM SH2IE [R5 L i, 328 25 il fg 4 2R 1 g
5 AIhMSH2 L BEAIK, MThMSH27E &R TEE %
A AT RRIE IR (R RILF100%), 1EZES]
PR R TP R (R KB H40%). hMSH2
B A g P R R 1 iR DR ] R A A e R 3R
(I ANT I, — LB 3G B0 K 1) 40 i 25 2 Hh B
TN £ S A FIDN A Z FIH %, FhMSH23:
DRI PE LA, (A3 2 (0L R = 5 A A2
DIME 5 O R AR B (R B, A 4t o 2 A, A
AHEBRhM SH2 K B 5 1] fig R A 5848, gt 7
SRR 0 P o, AR IR R R AL B R IR
FELCE B K (Unp 53 ) R A 5AR T adE T iR
(& E. Leach et al™7et g s ORI 5T o R B,
Ji e I e s S I e b e AT hMIS H2
MEIE, HAEVRIT G e A B, JCIBs s (1
W) JE SR PRI 30 ax s 8 0], hM S H24E
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AT P e 2 98 [R] 422 S e T Jie g A7 7 ) A 400 AFLARS,
AR R R IE : 70 S0UEEIR 40 M . R 41 s
S5 R P FTh ML S H2 35k DR ik ik /D sl e 221, i
hMSH2FIA T 18 5 il 2 (10 Jie g 388 3 1 ol 1A
ANFRE R R A B B R R e M N T
B 52 2R 8 (R R

FH R0 25 SR mT WL, B e T h M S H2 R IRl 1)
Tk HBFER . Wl R R oK
N RIEVREE . AZUERA, SRR
UL &5 5 8 R R 43 30 B v 1) B3 T A T Jk e 25
BTk, 5 0 R R TE Ok, AU,
hMSH2HE KA 1 i 5 B R I R Ak

AHESE A, hMLH 1% R i 4 40 3%
K D T 5% OE R ALZ(P<0.01), JiE 554l
hMLH1RIER E R AP, Z0EA S FE X
(P>0.05), B RA P kRIS RAREDi1E S
RAMMLHIKIETE 2, (1A F 2 E X
(P>0.05), iX 5Kakar er a/"'"7E Kl b i) &
BEIEAHIL, BB hMLHL ) R IA A — & P
JE _Fn] g 25 I DN A AR 5 45 495 BT 3d 1 1 4
ST A i A 0T A O 1 R 9k AR Baek
et al"™EXE B HF T ORI, £E8% M STRH
P 198 15 88 % I 9 v ILh ML H 1 3 ik il 2k B
WA, AT E A JR AT LhMLH 1835 i 2k,
hMLH 1215 N B IR R, 1) e 6 R 58 A8 5 | i
Rk i 2k, 1T B 22 1 W) R A i 2 DX 38
Befl. M@= R B R AERED T —
AR, hMLH1RIA kb, (15 kR E &
AL ZEM G m X, (R fE R E
TR B kAL AT A, hMLH 1A R i 5 80k
BC B 5203 R, 3 o8 AR 1Y) SR AR IR 1
. Kruschewski er a/'" HEWF 98 H %9 HMMR
BE DR R0k 5 IR FE ) 2 AT O R R R BEMMR
RERhMLHIRIE S B# Fee . Ml
JpRg AL . AEVE KA BRIEVRE . R
FE IGIR 7 SARN K &5 5 3 0k, H ARSI
g5 JAHTT.

DL EAFSY#8], hMLH1E K 5hMSH2 %
A BT AN, e R E B ThMLHL S
hMSH2JE K D fg EIf 2 5, hMSH2JE K 35k
TS B ARG, 1 R Rk T RE A
RAMIFR &, hMLH1ZR A b WA G s
(1A=, hMLH1 8 [ A] B A S 70 B 9 % AR
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