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Abstract

AIM: To investigate the status of hepatitis B
virus (HBV) infection in newborns that are only
positive for truncated HBV RNA (trRNA) and
analyze factors that influence HBV infection
status.

METHODS: A total of 85 hepatitis B surface anti-
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gen (HbsAg)-positive pregnant women and their
newborns were followed up. Blood samples
were taken from pregnant women before hepa-
titis B immune globulin (HBIG) therapy and be-
fore the delivery, and from newborns within 24
hours and at1, 3, 6,9, 12, 18 and 24 months after
delivery, to detect trRNA, full-length HBV RNA
(fRNA), HbsAg, HbsAb, HbeAg, HbeAb and
HbcAb, and quantify HBV DNA. The incidence
rates of active HBV infection were compared be-
tween newborns that were positive and negative
for trRNA. The detection rates of trRNA and
fRNA between mothers that underwent HBIG
therapy and not, were positive and negative for
HbeAg, and had different HBV-DNA levels, and
between their newborns were also compared.

RESULTS: Neither active HBV infection nor
fRNA were detected in all newborns. No statis-
tical difference was noted in the detection rate
of trRNA between mothers and newborns that
underwent HBIG therapy and not. Although no
significant differences were noted in the detec-
tion rates of trRNA between mothers that were
positive and negative for HbeAg and between
their newborns, a significant difference was
found in the detection rate of fRNA between
mothers that were positive and negative for
HbeAg (x* = 8.119, P = 0.004). No significant
differences were noted in the detection rate
of trRNA between mothers that had different
HBV DNA levels and between their newborns.
However, the difference in the detection rate
of fRNA was significant between mothers that
had different HBV-DNA levels (y° = 21.948, P =
0.000).

CONCLUSION: During the entire follow-up
period, HBV infection is stable in newborns that
are only positive trRNA. The detection rate of
trRNA is not influenced by HBeAg, HBV DNA
level, and HBIG therapy in mothers.

Key Words: Hepatitis B virus; Mother-to-child trans-
mission; trRNA; fRNA; Immune therapy
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LTIRT 4 995 B (hepatitis B virus, HB V)Y
T AR AR I A 1B P 1 2 S Al e il i, A rp i
PEHB VA T 10%, 111 RF 2 AL 55 1 8 e tg vk
HB VI G (1) 5 8 L, 4 il ok = 8 HB V
JERGL LA 30%-50% 42 0 iof RF B3 2B ., B,
SRR L e e A A IR T BRIk, 5
A o3 e I . A7 e B8 )L B O AR P A, (H
HAGE AL T2 40REE. W E T S HB VL
SRRSO (R ST 2 W, B A6 20 3o 4 88 1397 RN 4%

B, B4 JLHBsAD(+), K /rHBsAg(+) 44 it
A2 BB 2B L AL SR FR AT vy G 0 28 s 7R A S A
(truncated RNA, trRNA), H & ME—n] k0 21 (1)
HBVIE YL IMLE 24 FR R trRNA S —ANH I (e
PHEWHR S HIE e S H “FEk” HBVIRGLRE
(bR 4. AR I PRy ok Sk e RS I AR 1tk R 3L
I PR S 5 30E — 20 BHAff . ASHIF 5 8076 i S
Y ELAE b, STHBsAg(+) 420 LA B4 )L
HEATEh A EE, R TrRN AR SE 1R 301 e
WERGRE, 2T RABVEYE )M

1 RIS

1.1 o RN B AAR TBCAE 255 DY 2 15 K 2 S R
W5t 80 7 RN L 2 M 37 117 00 2 DR Ak B 4 7 B, &
S A IR R, RS, HBsA gl k242
IHIL854, Horheail 4z T LR 5 e sk
(hepatitis B immunoglobulin, HBIG)i&J7, 426 wk
L7200 TU/4 wk, HE30K, 2100 REATEMRTT.
8511 211 43 W T A J L8 S, 38 HAT 2B 98 9
BRERR, b7 7341 2B 24 h UL THBIG.
Al FERZIREE DGR &L B ARNAGTRNA),
ERT/PCRIA G s Fhr il RE &30 A
Roche/s ] (## F), DNase IR Nase K i 11 Sk
i Biolabs, Hybond-N+/& Ji 5l H Amersham, Taq
DNAZ 4. 100 bp DNA Marker &2DNase [ 13
A Gibcor™ i, DNaseFIRNase K i [0 Al 50
1 B Eppendof/y m). JAth i R 2y 3
SyFTalE kgt PCRE MM FilgAE T & . H
BRI FCRE A pMTOT40A FIpMTIT41 A,
Y b4l e e AT PO T S 8 B E R R
g

1.2

1.2.1 D64 A I FE S L E YT HBIG
IR KL 12, A5 23 W R L1 IR, 2 1490 ARV E
STHBIGI) A0 A 3 i R L 1ok, A 8 A2
JLTHRIAE W E24 hiAL 1. 3. 64 9. 12,
18+ 24 mof KBk I2 mL. Fr br AT K
trRNA. fRNA. MHBVHUEHUR RV bR B DA
HBV DNAE .

1.2.2 i 31T i B & V]
J7 SRR ST, 30 min T4 CARIR B O
(1400 r/min, 10 min)J} B, it T°-70°CUKAH.
K% 83 11 & R FH s 40 32 5 75 A% R B2 B 71
(Roche, cat No. 13460600), /™ ¥4 % [ 71 5 10 11
FtAE, 200 pLIAYE AT43 250 pLik & A% 4
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trRNA HBV
= 1 ) LEEHEEARNAG SR () R 3 BEBEHBeAGDAGITRREMNER ()
4548 4 LRMEEEER) HBeAg BN rRNA+(E3/28) fRNA+(E3/28)
24 h 1mo 3 mo 6 mo 9 mo + 22 13/9 10/0
trRNA(+) 40 23 13 8 4 = 54 3227 8/0
trRNA(-) 45 20 7 5 3 76 45/36 18/0
85 43 20 13

* 2 REUREESHRCHSDEFTERIMIIEER )

HBIGIE/28) EXIH rRNA+(E3/28)  fRNA+(E3/28)
+/+ 64 35/28 14/0
== 12 10/8 4/0
—+ 9 4/4 2/0
85 49/40 20/0
H Uk i
1.2.3 fRNA trRNA . NS0 pLH A RT-

PCRAGE AT W G SR 1, 3007 3% i o ok ) 5
KX PCRIGIHBY RNA3'S4EH). 84 W |
W5 19 Jtxs(1445): 5'-GGA CCG TGT GCA CTT
CGC TT-3', 5 5 B B 5190 M txs2(1464):
5-TCA CCT CTG CAC GTC GCA TG -3, 3t
FHA 2 519 txas5(1683): 5'-(T)I5GCT GG
-3l FAIEOLligo d(T) 5| WRE s K (4 4
poly(A)RNA, Kl 25 RN A 3" 45 A4 1) Js b
AT EDNase AL FIFRAS, X435t RE[H] N
BRtrRNAFIFRN AW A S A 031, JLr=4K
ANY K235 bpAI360 bp kT HE2E R
SN S 0 Bk e, 4G 24 FH ORI DN A
pMTIT40AFIpMTOTA1AHEAT AT 34, Hi&Hh
fRNA RT-PCRFHPETMtrRNA KN FITE, J5 &5 A
fRNA SN B T trRNA S 3 B .

1.2.4 : PCR™%)
10 L, JR9 % FAER2 pl, 0.02 mg/pLEs JIE Bt
LUK, FIUVP RS Bon - REEIR S, HE1 %
JeJRE b, FH A& I b Al iR AT X trRN A
fRNA (13413547 Southern 2448, WAlFPCR 1K)
R et

Southern

KRy K56 2 Fisher
WL HEAT 20 4T, Bla = 0.05.

2 BR

2.1 64451z Z HBIGA YT I 22 i SR ifi. 2
R, 2VBI AR BT IAE 2 W RT R ML 12K, H7 4 LR
MG WL 1, S5 K5 fERVIH, e T
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MELFRFR2 A I 25 R —FF, P8 42 ) LY HB-
sAg. HBeAg, HBV DNAZ &, fRNABME, j#i6
molfIfti Vi # ¥ HBsAb(+), R LA G o,
HAHHBVIEGE . 1AM RNAHFET AL,
10 J5 BE R I It r RN A (), 551K MItrRNA(-)
Bk, S SRA 38 B Pk, B tr RN A7 BH
PR SR AR E 1.

2.2 HBIG B
) LtrRN A BHPE 5 47.06%(40/85), 24 )L+
TATHBIGIRYY 47 241, 7097 4143.84%(32/73),
JEWEIT H66.67%(8/12), =R LGt X
(> = 2.156, P = 0.142). BRI A 1THBIGIH
JT o 24, 09T 4143.75%(28/64), AEiG )T 4
57.14%(12/21), ZS LG m Xy = 1.138, P
= 0.286, £2). R4 JLtrRN AT AN SZ B
BHBIGIRYT 150,

2.3 HBeAg
FetrRNABH % 59.21%(45/76), % [EFIHBIG
TEIT IR B AEH B e A g BH P 21 R 41 4 A 38
1, 9B BE 5 R ATHBIGIA YT M H 42 L2 0A
I7 IR B R e A6 N . 764137 £ JLtr RN A BH
#47.37%(36/76), HBe AglH:4140.91%(9/22),
FHPE4150.00%(27/54), 2253 TG L (y”
= 0.518, P = 0.472). 76/ 5} EtrRN APH P %
59.21%(45/76), HBe A glH 4159.09%(13/22),
FIPE2159.26%(32/54), Z R4 X
(x> = 0.000, P = 0.989). 76/ £} 3% RN ABH %
23.68%(18/76), BHIEZ145.45%(10/22), BITE4L
14.81%(8/54), ZR A E (= 8.119, P
= 0.004, %3). KPR RNA RIS H A2 2421
HBeAg[] 50, MRNAIK H 5 HBeAgfT 5.
2.4 HBV DNA 2L
HBV DNA & 440145 R k4. <10°4155
%, REEEtr RN APRH %7 9 4 54.55%(30/55),
41.82%(23/55), FEEFRNABHYE%16.4%(9/55).
10°-10% 401141, BEZerRNABE SRR
63.64%(7/11), BESEFRNAPHYE#9.09.4%(1/11).
10°-10°40 641, BF2trRNAPRHPEF 2 5 N
66.67%(4/6), 50.00%(3/6), FEoEfRNARH M=

"2AEE

trRNA

HBV



3454 ISSN 1009-3079 CN 14-1260/R 2009 11 28 17 33

= @ 50 = 4 E2EHRV DNAES D AGIT RIS E (7)) ICIEERNEiE R e zcd ) Wy TR RS RN G RN

(rRNA W ORI R R TPLIR . BN, DAL g, B

HBV e Y- i (g B 25 B =Rt N

HBVONARRE ooy yronas(/a8) fRNAS(E/E) ?fH’JE@Hn)LEm WRIERAS T 88l Fe gz, w]
(copy/mL) HRAR L.
<10 0 9/0 AR HF A 56 3 A5 17 ) 2 BT ¢ 98 1 A
10°-10* 11 717 1/0 A TP . .
I . W3 o HBIGHER R PHITHB VEEEAAL B, (HIX & DAL S
Tl " e . RIZ Wi bR S AR, 5 LUtrRN A PR FE AR,

76 45/36 18

66.67%(4/6). 10"-10° 214451, R} ZrRNABH R 5y
511 100.00%(4/4), 75.00%(3/4), FFSEfRN AR
#100.00%(4/4). FAEEEE . B JLtrRNAKE
HyRZERIEGE 24 ()" = 3.478, P = 0.324;
=3.089, P = 0.378). A EERIRNAKY 72 57+
HYil 273 X (" = 21.948, P = 0.000). £ HIHBV
DNAJE 5 RN AR 1 2 1E A5G, 1 AN 2
trRNAFIH H.

3 11E

AL, BHi2E ) LrRN AR S B PE R R HB V
IRGUIRESRIEI, B/DTERIHN A S A i
FIPEHB VYL, trRNAFIKL A2 R 5457
HBIGIA77 . HBeAgHBV DNAE & K501, &
fRARHB VG IFR T b & ). 1M TRN AT H B
i 5HBeAg. HBV DNAE & 2IEAHK, EHBV
AR bR, SRR 4h e — 80

— A A AR HBs A g PE M #E1-6 moth
LR 2 J@ = gk g, i th AR R RIHBs A gBH
PEIFRFLERIT molh FIK By k4L, 18 HEHBV
S T A G . B R 1 D)
BUHI A 58 4 el B, H 722 AR S i A B
S A I R A R 1), AR LA AT 43 S o
PEPERGN P E, A AR H £ A e A
K g g 2 i O, B AT R R a2
i O A% Jel B T B A5 AS SR EUAT o] S 0 45 i,
HBsAgFIHBeA g BH M 22 iy P B A2 ) LA K
1IT90% 23 YL HBY, HHH190%2s & e g 1,
MAEHBe AgBIHE I 228, AT T 5% 1 I&Gs 3
A LR JE Mg I e, TT e R R B A L A
RGAR KRG A, RAIRAEK AR HBsAg
AR, PRI T Ha i sz,

IR 0 25 S 858 ¥ 7 TLBTs 4 Jita 7 BEL I
HBVRFEAL 3G 7T ) 7 % 3 Bk, B v
TR J P T FTHBIGFH BT H B V RE SR 45 5l )
HNIK90% UL - 7E g A FHHBIG F 2%
JEICET G )L O R B Y, SRR Gz skiEf

BRIEASRM, A¥IT— 18 4 JLtrRN AR
Pk, f FrRNAEAEHBs AglH 1 i e s 40
APkl H 1, FEA SRR, THBXE R X, A
— Ak MIploy(A) 2% 1145 5 ik, FROMtrRNA, 1
HAb S ARSI AL T H NI A tAploy(A)fE 5
B, FRON A KR S AR(FRN A, i T AT
AR PR, S5k sy @S 1 LT A )
HB VS AR T35, WFTR W RN AJE i 5 521l
TEERAIARE, S HBV DNAE . HBeAg. AL
ALT/AKCF S IEASE, MitrRNAZ —BARUE IR,
TERB /T HB VAL A5 25 42 35 B PE A4 b 47
ARSI, B A A FIHC VS A 3, ik
ISP AN er RN A s O REROR U T 5 Qe i &
(FTHBV DNAP'™. A5 HBIGH M. F A5
trRN AR 2R, B HE R I 3 W I3 S tr RN ABE
ST THB VIR EEBURLARAE, KU1 5 Y ok
G HBYV DNA, {HH4H i > 5 FH7E I35 e e
TEAEIHLEI AN 25 HBVE IS HLE] P i
A L PP A 0 i S e 2 RN 28 52 R O 1 A% A%
eyt nfUAAE—E R EAER RN AT RESA%
#5720, BT U 4 THBY DNATE E 41
3.

S, DRIE OB, IE SR AR L
trRINA S B P FRDDR 285 A A e 1Y), T oz ) ) A
38 F5 K I B Uy, CAR e L AR i Bl
HB VG 1 n] RELL R 5 T . IR R S %
R ACRSREY R, A5 IS 3 EHB VI G495
1], 3 T i T R SR e i b R A G ) 5 1L 1 Uk
e, MAE HEPRE T BREE . 5158, tRNAZE
i A\ A RIE TR, SNINE AR 2GS
HB Vil 3l MG R . AR 1) R A K,
XA AE I 1 B U7 I R DA T T 1.
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