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Abstract

AIM: To investigate the significance of human
runt-related transcription factor 3 (RUNX3)
promoter methylation in DNA prepared from
whole blood for early diagnosis of gastric
carcinoma.

METHODS: Methylation-specific PCR (MSP)
was used to detect the methylation status of
RUNX3 promoter in DNA prepared from car-
cinoma tissue, adjacent tissue and whole blood
samples taken from 80 gastric cancer patients.

RESULTS: The detection rates of RUNX3 pro-
moter methylation in DNA prepared from gas-
tric carcinoma tissue, adjacent tissue and whole
blood samples were 45%, 0% and 40%, respec-
tively. No significant difference was noted in the
detection rate of RUNX3 promoter methylation
between gastric carcinoma tissue and whole
blood samples (P > 0. 05). The RUNX3 promoter
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methylation status in gastric carcinoma was cor-
related with tumor differentiation and lymph
node metastasis, but not with age, gender and
tumor site.

CONCLUSION: RUNX3 promoter methylation
status in DNA prepared from whole blood is
closely associated with the oncogenesis and me-
tastasis of gastric carcinoma and has important
significance for early diagnosis of gastric carci-
noma.
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9 2 G MR 195 % LA b, FERSAESE T
gerp o, o U NS R, B AFIUK
W, B R AR o T HUE T, 5 MR AL
TG EEMAER. DNAF AR Z
WEIRN I — R L ast AL 22 R IE N RUNX3AE
N ASB R I B R, AR AL R KB
B(transforming growth factor B, TGF-B){5 51 H]
(Y 6T 5 s 40 L P A KA S P 40
DN A T A )2 RUNX3 5 R 7 5 i o
DRAG B RAR, AR IR e R S
fif§ 1 /2 W (methylation specific PCR, MSP) 54
RO T g B R AL 2R O R 55 41 2R B A I
RUNX3 5301 AL TG 0L, R4 MRUNX3
S BT A 5 i A W ) e S

1 MRRTSA

1.1 2008-11/2009-087 & 7 32 P< Bie A EHE
P FARVIBRbR A0, F04F 75 i A UL BT
JE . AR N 35-79( P AL R 56) %7, B
44451, Le36M. ARFTHCGEE SME IS mL, £ EDTA
Pt B LA e R AESR SRR Sy, 55
B A BEE s cmbL A IE R E #4124
BERIARETBBOT . I7 L RREIRIT. B
AR L FIAE S, 1 H R ERAE B T
05 G5 i B AT T I 9RA T I AR N AR R I
EDTAPEE. FTAAsAT-70°CUKFIfR-A7. EZ DNA
Methylation-Gold kit"™ {5l &6 H I TR B AR
TFRABRA W, PERAFEZRSss T HEENew
England A 572 4, SIMRIL KIEREY AR S
J%. PCR Taq Mix}§ M Markerll 5 AR 5&EWFHY
AR,

1.2 KWy -E A, UK AmEpisE T ik
WHRAEDNA, -20°CLRAF. SEAM o MG RETHI L
4. % MEZ DNA Methylation-Gold kit™ &1
UL TDNA S &1, DNAF AL, 9k
HEAL 51 W) 2 BOCHR[2] 5 i, 9788 7 BE212 bp.
5M: 5-TTACGAGGGGCGGTCGTACGCGGG
-3, 3M: 5~AAAACGACCGACGCGAACGCC-
TCC-3"; IE5U: 5-TTATGAGGGGTGGTTGTATG
TGGG-3', 3U: 5-AAAACAACCAACACAAACA
CCTCC-3". PCRINARF 425 pL, ffTaq Mix
B§12.5 uL, b FHESIE1 uL, BBl B

MifFJIDNA)2 pL, MZ5/K8.5 uL. fEASE A H
TN 25 A2 95 °C THAZ 3 min, 95 CAE 130 s,
64.5°CiR K30 s, 72°CHEM30 s, JLISAMEIR, 5
JEFEMS min; JAE AL ROV A 95 C TR M
3 min, 95°CAEPE30 s, 63°CiE K30 s, 72°CEAH30
s, FE3SAMIGIR, e Ja AEMHS min. 2% 13 H
IR HLK, EBHth, SEAMGKT R 45 B (M Ok O
519, URNAEREEALS19). SR A [R] 4
B AL IESss T A& 1R ARG 6 K FLELU) 15 75
NS A MDN ARy FEHEA B A0 R AL B
PEXT L BP0 RO XZE K. 23l UM [P A
U5 045 BTN 386 v B, BT BR A
FMEAT =1, 7RSI BOAR K i 5 1 A )
A, S g5 vl {5,

K FHSPSS13.048 v 1F % £
BEATGE VT 25 M3, W R AR 2610 LR FH o R 56
P<0.05 K Z A g0t X

2 BR
2.1 RUNX3 .
RUNX3/EH AL (1)
Ak 2l 45%(36/80), i I8 Jirs 5% £H 40 Fp 1) P
2R 0%(0/80), 4 IfiL i HE AL R 40%. B
Fe 2R A 1l () R R R, P ZE R T4
TH2EE L(P>0.05, %1).
22 . RUNX3
BmAL. Al

RUNX3JHB 1 AR IE 5 e 8
Ji IR A 2 1) 22 S JE e v 2 i L (P>0.05, 3K2).
HikEEBEAMRUNXSE ) LR E
FIEBA(P<0.05, #2). - LFERE F 52 41
RUNX3JH 31 A R A T 70 AR FEAR IR SE 5
Z(P<0.05, £2).
2.3 RUNX3

. MSP 7E H Ik Bl
[F) — b A 5 9 2 UG DN 2] F RS A R S R AR
FhEE R, PIRE S IOM A 58 O N 55 4 2R A
FI AR, 4 it ORI 21 AR (D).

3 e

DN A 5 b 02 §7 /£ D N A H1 5 e B iy
DNMTS(DNA methyltransferases)fJ /-5 F, —
AT IR M e (C) ) S5 5 CIR 1 E I H A S- iR
A R AR At 0 Y BEIUAR, A 2 AR k5 -
JUMENE (5-methyleytosine, mSC)F 4k F B L .
DN AZJE KA 5 AR IR R 2 R ikt
HEAER].
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HRE A RN, Bk BIRUNX37E A
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S ASL  22 0 I ASE B 8 I Py A2 25 1M A

VA, 237 B i 4 2 A il F AR B S
IR A BRRFAE TR G 2R, s A 3R S ARRE
PET S R R AR A S MR R R R R,
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