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Abstract

Pancreatic cancer is an epigenetic disease, as
it is a genetic disease. Both genetic (at both
the chromosomal and nucleotide levels) and
epigenetic alterations (DNA methylation, his-
tone acetylation and RNA interference) are
involved in the pathogenesis of pancreatic
cancer. The detection and quantification of
DNA methylation alterations in pancreatic
juice is likely a promising tool for the diagno-
sis of pancreatic cancer. Epigenetic alterations
constitute attractive therapeutic targets for
pancreatic cancer. In this review, we briefly
summarize recent research findings on epi-
genetic alterations in pancreatic cancer and
discuss their biological and clinical implica-
tions.

Key Words: Pancreatic cancer; Epigenetics; DNA
methylation; Histone modification

Wang X, Wang H, Zhang X. Epigenetics: a new frontier in
pancreatic cancer research. Shijie Huaren Xiaohua Zazhi
2010; 18(11): 1141-1146

www.wjgnet.com

TR S 09 T R, 2 3R A% 5 o R LI AR S 4 4 %
iy, R R K B R GRAE F) AL B 6T R,
DNAYW kb, A& g5 FfRNAFHEF (&
MR AR )R TR B AR, AR R 40 0 it
FAR K, ik PDNAY AT 240 2
BRI B T B, ADNAF A bfm
Ba LBy A ek 69 R VLI AR 5 R R R
57 AR P 6 #r e R ST R R R A R R AT
2P I FEEEARF R, AR AN F A
e R & SR = AF— 43,

KEA: iR, RWEEEM; DNARELN,; HE
B

5B, T, Kif. RRBPRMEEBIDHRHER. BFREA
EAYE 2010; 18(11): 1141-1146
http://www.wjgnet.com/1009-3079/18/1141.asp

03513

JoE R R S AN S R I, BTE
B, JORWIr THLEI AN T 4. Arid 2
JU AR, DA A DR 5 A% Bl ke 2R %o fieh g
T AR W B, I TV 25 g ik R R4 ) B
ES NN TER S P REE NG N E R p =8 & N G
AFEFIE Y. HWaddingtond i} “ LW AL 2
(epigenetics)” , AMITEHINREAEKKRE . I
T T Ik R R % kDR e 35 12 9 A FR S5 1)
AR Ak, T S A B [ 2% i) a2k (1 i 42
BEAEDNA R AR B (1 g, DAR W ist AL
B by 8 5 2500 (R RIE R Ay Tk Jl s FR) A2 R R 7
R TR IR R A ORI i e 2 R 35 A% A5
FRARE R S AR ) 2 RN R 3 S E— 4.

1 RMEEZBITR

SRR AW RE A L, RS
B EBHEE R, BIDNAFF Tt it s 4% 5
BRI S AR fh 2k ), =, & R AL 7K
B 1fi(epigenetic modification), 52MHE K% 3G
PET AW LDNAFF S AL, A TNy i
My AT AR 7 202 B R Gg AL A5 R 4R 4. X

T M ST 16 R B
LG AL B
Tz —, LA AL
BAANSHE.
EANS S LR N
BTy, A
AR 4t X
0 %R, R AR
5405 32 % %, A IR
RANEM R A
K E . DNA
VA LE G
W45 % 5 MR
T 0 s R B2 4F
JEF TG AR %

W@ 5 #F 8 A

fled, THE
B, AR 5 = A
R E B 4L A



1142 ISSN 1009-3079 CN 14-1260/R WRIENBIZE  2010F4818H 5185 E11H7
LT = | FER NERPE S E R AR RO SRR
DNA VA7,
% AT MR R A
ijﬂilfizfi ::t;; ER2R HERAS IhEEBRIRSNIFE) =
YT T o - REBBRAD  RRBARTIMES
W5 A B R AR TFPI-2 7922 2 RREEHEEIIHIE S 82 73
A BT EARK S SPARC 5031.3-g32  “HIRELMEE(ER, AREKNHRS 94 88
;’i‘;ﬁﬁ% f; ,jf/l ﬁ BNIP3 10426.3 [REASMmIEste 90 80
THEE Tk  TSLCIIGSF4 11232 HiRB/ AR EREE L ER 24 27
FEAE, defThE K & CDKN1A/p16 9p21 DI BRI E SRR R = 33 14
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HHIP 4q28-q32 HedgehogiB & AEIEHR 5 50 47
MLH1 3p21.3 DNARBERIBERS 0 6
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