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Abstract

AIM: To investigate the mRNA expression and
DNA methylation of the MAL gene in gastric
carcinoma.

METHODS: Methylation-specific PCR (MSP)
and real-time reverse transcription-polymerase
chain reaction (RT-PCR) were used to detect
DNA methylation and mRNA expression of the
MAL gene in 37 gastric carcinoma samples and
matched tumor-adjacent tissue samples, respec-
tively. The correlations of DNA methylation and
mRNA expression of the MAL gene with clinical
and pathological parameters in gastric carcino-
ma were then analyzed.

RESULTS: The methylation rate of the MAL
gene is 78.4% (29/37) in gastric carcinoma tissue
and 5.4% (2/37) in tumor-adjacent tissue, with a

significant difference between the two groups (P
< 0.01). MAL gene methylation is not associated
with age, sex, tumor size, lymph node metasta-
sis, tumor differentiation and clinical stage (all P
> 0.05). The expression level of the MAL mRNA
differed significantly between gastric carcinoma
tissue and tumor-adjacent tissue (P < 0.05). MAL
mRNA expression is not associated with age,
sex, tumor size, tumor differentiation, lymph
node metastasis and clinical stage (all P > 0.05).

CONCLUSION: Loss of MAL gene expression
plays an important role in the development and
progression of gastric carcinoma. DNA methyla-
tion may negatively regulate the expression of
the MAL gene.
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S1%) Es5-3 Tihs5'-3' 387 (bp) RNRE(C)
MAL-M TTCGGGTTTTTTTGTTTTTAATTC GAAAACCATAACGACGTACTAACGT 139 56
MAL-U TTTTGGGTTTTTTTGTTTTTAATTT ACAAAAACCATAACAACATACTAACATC 142 56
MAL-P GCAAGACGGCTTCACCTACAG  GCAGAGTGGCTATGTAGGAGAACA 74 59
18SrRNA CGAGCCGCCTGGATACC CCTCAGTTCCGAAAACCAACAA 76 61
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