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Abstract

AIM: To find specific biomarkers for colorectal
carcinoma using a proteomic method to
provide clues to early diagnosis, prognosis
and therapy of colorectal carcinoma as well as
to understanding the molecular mechanisms
governing cancer progression.

METHODS: Six colorectal carcinoma patients
were included in the study. High-resolution
two-dimensional gel electrophoresis (2-DE)
and matrix-assisted laser desorption/ioniza-
tion time-of-flight mass spectrometry (MALDI-
TOF-MS) were utilized for the identification of
proteins differentially expressed between cancer
and adjacent non-cancerous tissue. The differen-
tial expression of heat shock protein 27 (HSP27)
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was further verified by Western blot and immu-
nohistochemistry.

RESULTS: Comparative analysis of 2-DE maps
revealed 42 differentially expressed proteins be-
tween the two groups. Ten differential proteins
were further identified by mass spectrometry,
including HSP27, disulfide isomerase (DI), het-
erogeneous nuclear ribonucleoprotein A2/B1
(HnRNP A2/B1), triosephosphate isomerase
(TIM), pyruvate kinase, etc. Western blot and
immunohistochemistry analyses confirmed the
overexpression of HSP27 in colorectal carcino-
ma. These results indicate that HSP27 may be a
potential biomarker for colorectal cancer.

CONCLUSION: Many differential proteins are
identified between cancer and adjacent non-
cancerous tissue in patients with colorectal car-
cinoma. HSP27 might be a potential biomarker
for early diagnosis, therapy and prognosis of
colorectal carcinoma.
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match to: gi | 662841 Score: 68 Expect: 0.033
heat shock protein 27 [Homo sapiens]

Nominal mass (M,): 22 427; Calculated plI value: 7.83
NCBI BLAST search of gi | 662841 against nr

Unformatted sequence string for pasting into other applications

Taxonomy Homo sapiens

Fixed modifications: Carbamidomethyl (C)
Variable modifications: Oxidation (M)

Cleavage by Trypsin: cuts C-term side of KR unless next residue is P

Number of mass values searched: 31
Number of mass values matched: 5
Sequence Coverage: 25
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