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Abstract

The advances in genomics and proteomics have
led to identification of numerous differentially
expressed cancer-related genes. The current
challenge in the field of cancer research is to
screen the crucial molecules in carcinogenesis
from the vast amounts of data. These crucial
molecules can be applied as the targets for can-
cer prevention and therapy. In addition, identi-
fication of these crucial molecules is helpful in
understanding the mechanism of carcinogenesis.
Cross-species strategy refers to identification of
crucial molecules in carcinogenesis by explor-
ing the similarity between cancer-related gene
expression profiles of human beings and other
species. This paper reviews the recent advances
in the application of this new cancer research
strategy.
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